IncRNA HANR promotes tumorigenesis and increase of

chemoresistance in hepatocellular carcinoma

Supplementary Table 1: Primer and quantitative PCR information

Gene name Primer sequence (5’-3’) Annealing temp.
CGGATGAACAGCAACCCT
HANR 58°C
GGATGCCGTCAAACACCT
CCCGAGAGGTCTTTTTCCGAG
Bax1 58°C
CCAGCCCATGATGGTTCTGAT
GGTGGGGTCATGTGTGTGG
Bcl-2 58°C
CGGTTCAGGTACTCAGTCATCC
GGCAGCATGAAAGTTAGCAGA
GSK3p 58°C
GGCGACCAGTTCTCCTGAATC
CTGGGCTACACTGAGCACC
GAPDH 56°C

AAGTGGTCGTTGAGGGCAATG




Supplementary Table 2: Sequence information of HANR and control siRNAs

SsiRNA name Sequence (5’-3’)

Sense: GUUCAUGAGGCUAUGGAAAUU
HANR siRNA
Antisense: UUUCCAUAGCCUCAUGAACUU

Sense: UUCUCCGAACGUGUCACGUTT
Control siRNA
Antisense: ACGUGACACGUUCGGAGAATT




Supplementary Table 3: List of identified IncRNAs (Peri-tumor vs. cancer >3) from

microarray analysis
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RP -coding G

RBP | 5516199 20| a1 |ENST |ENSG 1, 00} 60 ?rz:wco e

_000 ' ' ' | 00000 | 00000 antis | chr | 38| 38

360 | 6723 | 363 | 020 62H - Gencode(http://ww

2205 56596 | 26112 ense | 14 61| 70

14 45| 42| 41 20. w.gencodegenes.o
20 8 0 40 | 57
1 rg/)
RB_ p | 10.| 8.005| 2.0| 4.0 | HITOO | HIX00 | Not | Alias | chr 1. 1. |+ non-coding Gene




000 | 013 | 6245 | 076 | 214 | 00587 | 24780. | e=/ | =No |5 75| 75 from
2345 32 49| 98| 01|67.12 |14 AB | n-pr E+ | E+ H-InvDB(http://h-in
01 023 | otein 08 | 08 vitational.jp/hinv/a
487 | codi hg-db/index.jsp)
ng
tran
scrip
t.
long non-coding Gene
non- from JohnRinn
RB linc- | codi 18 | 19 lincRNA
P 1 84| 6.426| 20| 40 xLoc | ! !
_000 283 | 2647 | 020 | 058 TCON 0013 RH | ng chr | 82| 12 catalogue(http://w
2019 6 55| 05| 14 S_000 ;4 OB- | RNA | 2 54| 51 ww.broadinstitute.
07 03590 7 ,inte 63 | 52 org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)
Alias
Not | =No
RB_p e= n-p.r 1] 1 non-coding Gene
000 14. | 12.15| 1.9 | 3.9 | HITOO | HIX00 | RP | otein chr | 211 21 from
5239 141 | 0540 | 906 | 742 | 01012 | 11057. | LPO | codi 12 | E+|Es H-InvDB(http://h-in
23 64| 88| 66|47.13 |18 /D2 | ng vitational.jp/hinv/a
43 08 | 08 . .
841 | tran hg-db/index.jsp)
8 scrip
t.
Alias
=No
n-pr non-coding Gene
RB_p HITOO Not . 74| 74
13.| 12.02| 19| 3.8 HIX00 otein from
_000 01012 e=/ .| chr | 22| 23 .
977 | 4966 | 523 | 699 06010. codi H-InvDB(http://h-in
2193 04_04. D28 6 97 | 07 - -
28 48 | 13| 46 19 ng vitational.jp/hinv/a
50 4 375 44 | 55 . .
tran hg-db/index.jsp)
scrip
t.
RP -coding G
RB_p ENST | ENSG 45 | 45 non-cocing t-ene
8.6 19| 38 11- | from
_000 6.679 00000 | 00000 linc |chr | 43| 92
165 370 | 292 323 Gencode(http://ww
2166 4801 51243 | 24770 RNA | 4 92 | 90
49 69| 68 F5. w.gencodegenes.o
09 8 8 5| 2
2 rg/)
RP -coding G
RB_p ENST | ENSG 15| 15 non-cocing -ene
8.5 19| 3.7 1-2 | . from
_000 6.679 00000 | 00000 linc |chr | 11| 11
849 054 | 463 51l Gencode(http://fww
2160 4801 50268 | 24933 RNA |5 24 | 71
63 82| 41 12. w.gencodegenes.o
55 0 2 1 85| 16 a)




long non-coding Gene
non- from JohnRinn
RB linc- [ 15| 1 lincRNA
Pl g5 19| 37 xLoc | nc- | cod °| 15 nc
_000 849 6.679 054 | 463 TCON 0047 AN | ng chr | 11| 11 catalogue(http://w
2160 63 4801 82 | a1 S_000 g 9 KH- | RNA | 5 24| 71 ww.broadinstitute.
55 09608 3 ,inte 85| 16 org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)
non-coding Gene
RB DEFINITION H
5 &)p 9.0| 7.269 | 18| 37| o . |Gk390 LN | 0 0 imecr’rzc:ﬂc from NCBI Refseq
Saso | 047 | 9250 | 948 | 187 | _ " | 19021 | COO no':: roteingco dingRNA NR/XR(http:/Anww.
43| o1| 18| 5 8 457 P g ncbi.nim.nih.gov/R
70 457
efSeq/)
RP -codi
RB_p ENST | ENSG 79 | 79 non-coding Gene
000 .71 58821 18 3.7 00000 | 00000 11 linc |chr | 34| 35 from
- 747 | 6430 | 921 | 118 105 - Gencode(http://ww
2182 57207 | 26222 RNA |17 | 98| 91
87 49| 44| 64 5B8 w.gencodegenes.o
30 7 3 00 | 60
3 rg/)
-coding G
RB_p 10.| 9.009 | 1.8 | 3.7 ENST | ENSG | AC Z;Z(; ST | 57 ?rzrr]nco e
000 1007 | goge | 876 | 0oz | 00000 | 00000 1009 | = jchr | 49 ) 491 1 o ode(httpi/iww
2141 47 17| 39| 91 S6709 | 26034 | 052 aﬁsc 16 49 | 66 w.gencode (Sr.les o]
53 0 5 12 |° 66 | 49 9 genes.
ript rg/)
-coding G
RE P | o | 2701 | 15| ag|ENST |ENSG |CT 80 | 80 ?rzrr'nco g --ene
_000 ' ' ' | 00000 | 00000 |C-4 |antis |chr | 24| 24
626 | 1628 | 715 | 591 - Gencode(http://ww
2298 50510 | 25145 | 591 |ense |5 69 | 87
68 89| 05| 42 w.gencodegenes.o
07 7 0 6.1 47 | 99
rg/)
non-coding Gene
RB_p SN | DEFINITION Homo
000 10. | 8.247 | 1.8| 3.6 NR 00 Gl:255 OR | sapiens small nucleolar from NCBI Refseq
= 116 | 9275 | 690 | 529 . 30889 P NR/XR(http://www.
2249 3125 D14 | RNA, C/D box 14E . .
99 13| 66| 61 4 ncbi.nlm.nih.gov/R
24 E | (SNORD14E), small
efSeq/)
-coding G
RB_p g4l 6592 18! 36 ENST | ENSG | RP 68 | 69 ]:er;co ng L>ene
_000 ' ' ' .| 00000 | 00000 |4-6 |linc |chr | 96| 00
429 | 4570 | 504 | 062 + Gencode(http://ww
2311 42873 | 23426 | 94A | RNA |1 23| 43
43 37| 86| 18 w.gencodegenes.o
35 2 4 7.4 58 | 10
rg/)
RBP | 55| 6761| 1.8] 35| 5> |ENSG ?1P ol ?rz:;wdmg were
000 ' ' ' .| 00000 | 00000 i h 78| 78
= 999 | 5512 | 383 | 760 33A | ¢ | O - | Gencode(http:/iww
2292 13 32| 62| 37 4ldar | 22393 14 RNA | 3 Ex | Ex w.gencodegenes.o
62 5 0 ' 08 | 08 9 genes.
1 rg/)
RB p| 83| 6.475| 18| 35| ENST |ENSG |[RP |linc |chr | 89| 89| - non-coding Gene




_000 | 037 | 7334 | 280 | 505 | 00000 | 00000 | 11- | RNA |15 12| 14 from
2299 81 31| 47| 62 |50609 | 24948 |97 88| 78 Gencode(http://ww
18 0 7 o1 01| 34 w.gencodegenes.o
2.2 rg/)
non-coding Gene
RB_p ENST | ENSG 36 | 36 n9
11. | 10.00 | 1.8| 3.5 LIN | . from
000 | o35 | o828 | 226 | 373 | 00000 | 00000 1 \linc fchr | 80 | 81 Gencode(http://ww
2205 49 62| 66! 42 42786 | 23267 665 RNA |19 | 64| 31 w.gencode (Sr.\es o
96 8 7 77| 30 9 genes.
rg/)
Alias
=No
Not | n- -codi
RB_p HITOO ot | n p.r non-coding Gene
000 12.| 1092 | 18| 3.5 00897 HIX01 | e=/ | otein chr | 731 75 from
- 739 | 6295 | 136 | 152 15844. | BC | codi H-InvDB(http://h-in
2361 72_02. M 80| 15 . o
94 99| 43| 88 7 018 | ng vitational.jp/hinv/a
48 10 . .
860 | tran hg-db/index.jsp)
scrip
t.
Alias
=No
RB_p Not n—p.r 1] 1 non-coding Gene
000 11.| 9.768 | 1.8 | 3.5 | HITOO | HIX00 o=/ otein chr | 18 | 18 from
E 209 577 | 1843 | 092 | 045 | 01012 | 33356. D_2 3 codi 5 e+ | E+ H-InvDB(http://h-in
43 25| 45| 87|41.9 10 ng vitational.jp/hinv/a
19 412 08 | 08 . .
tran hg-db/index.jsp)
scrip
t.
RP -coding G
RBD | o 4] 6651 18] 34| N> |ENSG 1, 221 22 ?r(c))rr]nco e
_000 ' ' ' | 00000 | 00000 linc |chr | 66| 66
553 | 0516 | 042 | 925 359 Gencode(http://ww
2275 43769 | 23040 RNA |20 | 42| 59
27 91| 76| 37 G2 w.gencodegenes.o
39 6 0 99 | 82
2.2 rg/)
long non-coding Gene
non- from JohnRinn
RB linc- di 14| 14 lincRNA
P | 96| 7823 18| 34 xLoc | o | eod ne
_000 238 | 3672 | 005 | 834 TCON 0051 JA | ng chr | 51| 51 catalogue(http://w
2211 81 al 14] a4 S 000 g 5 RID | RNA | 6 30| 46 ww.broadinstitute.
44 11703 2-2 | inte 57| 97 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)
RB_p 05| 7797 | 17| 34 XLOC linc- | long 21| 21 non-coding Qene
_ 000 TCON OR | non- | chr | 66 | 67 from JohnRinn
905 | 6615 | 929 | 651 _0109 _ .
2367 87 26| 26! 69 S 000 67 5A |codi |14 | 86| 50 lincRNA
93 22406 Ul- | ng 20 | 59 catalogue(http://w




1 RNA ww.broadinstitute.
Jinte org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)
long non-coding Gene
- f hnRi
RB TCON linc zsgi 68 | 68 Iirr?:?lili i
O&)p 10.1 88781 1.7] 3415000 | XLOC CD |n chr | 60 | 61 catalogue(http://w
= 658 | 0509 | 806 | 357 | 24872 | _0117 g + g . p
2322 H3- | RNA | 16 11| 01 ww.broadinstitute.
66 13| 07| 07| TCON |65 _ .
10 S 000 4 Jinte 06| 73 org/genome_bio/h
- rgen uman_lincrnas/?g=
24873 . .
ic lincRNA_catalog)
non-coding Gene
R()B&)p 11992721 1.7 3.4 E(I)\IOSO-I(-) E(I)\IOSOC(; g\(():4 linc | chr gi :(13 from
= 048 | 6297 | 758 | 244 - Gencode(http://ww
2144 49 e5| 57| 14 43650 | 24035 | 869 | RNA |7 60 | 75 w.gencodeqenes.o
59 1 5 3 54 | 38 9 g '
rg/)
non-coding Gene
RB_p DEFINITION Homo
14.| 1263 | 1.7 | 3.4 Gl:256 . from NCBI Refseq
~ 000 NR_02 PIG | sapiens
2930 412 | 9284 | 731 | 179 8352 35501 b hosphatidviinositol alvean NR/XR(http://www.
4 18 2| 24 6 Pnosp . y . gy ncbi.nim.nih.gov/R
90 anchor biosynthesis, class
efSeq/)
-coding G
RBP | o | aers| 17| as|ENST |ENSG |C17 Z;‘; 16 | 16 ?rzrr]nco ng ->ene
0001 04| 7526 | 724 | 164 | 00000 | 00000 jorf7 | 7 "chr |34 ) 361 o ode(httpiiww
2187 25 54| 93| 38 48358 | 17506 | 6-A aﬁsc 17 261 73 w.gencode Sr.1es o]
35 8 1 s1 |2 39 | 00 4 genes.
ript rg/)
long non-coding Gene
non- from JohnRinn
RB p 83| 6502 17| 34 XLOGC linc- | codi 55| 55 lincRNA
_ 000 TCON WD | ng chr | 55| 56 catalogue(http://w
641 | 4570 | 716 | 145 _0110 - o
2046 35 37| 78| o8 S 000 31 HD |RNA |14 | 35| 13 ww.broadinstitute.
83 22751 1-2 | ,inte 91| 33 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)
-coding G
RB_p 92| 7511 | 17| 33 ENST | ENSG | 2B Z;‘;‘; 76 76 ?r(())rr;co e
_000 ' ' ' | 00000 | 00000 | ED chr | 38| 43
726 | 7526 | 608 | 890 d_tr + Gencode(http://fww
2235 3 54| 77| 41 50243 | 25080 | 3-A ansc > 26 51 w.gencodegenes.o
90 3 2 s1 |2 25 | 28 9 genes.
ript rg/)
RB EE | DEFINITION H -coding G
P11 | 0441| 1.7] 33 GI:313 _ omo non-cocing -ene
_000 197 | 9067 | 554 | 763 NR_03 48287 F1E | sapiens EEF1E1-MUTED from NCBI Refseq
2001 37 05| 64l as 7618 0 1-M | readthrough NR/XR(http://www.
07 UT | (EEF1E1-MUTED), ncbi.nim.nih.gov/R




ED | non-coding efSeq/)
RE P | ool sser| 17| 54| ENST |ENSG |AC 26 | 26 ;'rzrr;wd'”g Gene
000 1i7 5;512 562 640 00000 | 00000 | 009 | linc } chr | 33 33 Gencode(http://ww
2207 59624 | 23187 | 158 | RNA |16 | 38| 43 -
67 53 32| 01| 55 1 5 1 32| 82 w.gencodegenes.o
' rg/)
non-coding Gene
RB_p 11 | 9482 | 17| 3.3 ENST | ENSG | RP 46 | 46 from
000 1 31 | go7g | 487 | 605 | 00000 | 00000 | 4-5 ants | chr | 59 | 60 Gencode(http://ww
2009 45278 | 22785 | 33D | ense | 1 90 | 47 -
27 52 57| 13| 87 5 7 75 42 | 53 w.gencodegenes.o
' rg/)
non-coding Gene
RB_p 82| 6523 17| 33 ENST | ENSG | AC 60 | 60 from
_000 57' 3 5 619 33’8 260 00000 | 00000 |007 |linc |chr | 58| 61 Gencode(http://ww
2130 88 s6| 26| 87 45347 | 22392 | 381 | RNA | 2 63 | 85 w.genco deg;.\es o
21 6 9 2 50 | 10 ' '
rg/)
RB_p 11.] 9.868 | 1.7 | 3.3 ENST | ENSG Tf e ?r(())rr]r;COdmg were
_000 o ' .. | 00000 | 00000 antis | chr | 04 | 04
593 | 8225 | 251 | 061 341 Gencode(http://ww
2270 55002 | 25768 ense | 12 | E+ | E+
45 97 55| 52 5 9 1 G2 08 | o8 w.gencodegenes.o
3.4 rg/)
RB P | | oyaa| 17| 5o |ENST |ENSG | 2N 47 | 47 ?rzr;md'ng Gene
_000 899. 6'353 15'7 84;6 00000 | 00000 | FX1 | antis | chr | 89| 90 Gencode(http://ww
2306 | | T or| am| o | 42800 | 17741 | -AS |ense |20 | 51| 57 .goneo deg;\es ’
45 8 0 1 78 | 97 ' '
rg/)
long non-coding Gene
non- from JohnRinn
RB p 28! 6179 17| 3.2 XLOGC linc- | codi 69 | 69 lincRNA
000 94 g 9 090 14' ol g 2'7 TCON 0128 RT |ng chr | 44 | 45 catalogue(http://w
2197 18 ol 09| s9 S 000 ; 5 TN- | RNA | 18 92| 42 ww.broadinstitute.
01 26551 4 Jinte 69 | 42 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)
RB_p 8.3 17| 3.2 ENST | ENSG SN Z;‘;‘; 28 28 ?r(())rr]r;COdmg oene
_000 | 6.679 ' | 00000 | 00000 chr | 83| 83
923 128 | 780 HG |d_tr Gencode(http://ww
2383 4801 43768 | 24212 1 28 | 61
47 17 37| 49 1 5 3 ansc 62 | 45 w.gencodegenes.o
ript rg/)
RB_p 89| 7.224| 17| 3.2 ENST | ENSG Tf Z;Z(; 1) 51 ?r?)rr:COdmg were
_000 ' ' ' | 00000 | 00000 chr | 31| 64
336 | 0016 | 096 | 709 39K | d_tr Gencode(http://fww
2128 51040 | 24986 9 97 | 25
10 91 74| 89| 03 7 4 24. | ansc 3 1 w.gencodegenes.o
10 | ript rg/)




RB ENST | ENSG RP 111 non-coding Gene
P | 80| 6357| 16| 3.2 1- |, | from

000 | oeo | 5520 | 977 | 39 | 20000 | 00000 1, linc fchr |75 175 ) 1 e ncodehttp:/iww

2000 | "0 | e | 5| oy | 50748 | 25158 | C|RNA |4 | E+|E+ e Sﬁeso

32 3 4 ' 08 | 08 9 genes.

3 rg/)

RB DEFINITION Homo non-coding Gene

O&f 11. | 9.567 | 1.6 | 3.2 NR 02 Gl:392 | RP sapiens ribosomal brotein from NCBI Refseq

- 260 | 0053 | 930 | 333 - 58387 | SA d P NR/XR(http://www.

2199 |, 71 32| 55|%8%° |g pgo | SA pseudogene 52 ncbi.nim.nih.gov/R

18 (RPSAP52), nim.nin-g

efSeq/)
non-coding Gene

RB C17 | DEFINITION H

0&)'0 10.| 8584 | 16| 32| o |6k224| | = Cl?orf?gmo from NCBI Refseq

- 276 | 9625 | 917 | 304 i 54897 p NR/XR(http://mwww.

2311 7179 6-A | antisense RNA 1 . .

71 01| 44| 69 8 _ ncbi.nim.nih.gov/R

53 S1 | (C1l70rf76-AS1), transcript

efSeq/)
RP -coding G

RB_p 96| 7982| 16| 3.2 ENST | ENSG 11 4l )42 ?rzrr]nco e

000 7é4 9.935 854 25.2 00000 1 00000 527 antis | chr | 991 00 Gencode(http://ww

2235 o5 5| 30| o6 58532 | 26716 L4 ense |17 | 18| 03 W.aencode (Srlles o

56 9 6 ' 00 | 69 9 genes.

5 rg/)
CT non-coding Gene

RB_p 89| 7252 | 16| 3.2 ENST | ENSG D-2 °0 | 50 from ’

000 1110 | 6654 | 883 | 200 | 00000 | 00000 |, o flinc fchr |34 ) 70 | o de(httpiiww

2006 50820 | 21523 RNA |5 47 | 11 -

48 32| 82| 51 Cl1 w.gencodegenes.o

07 1 1 1| 7

.3 rg/)
RP -coding G

RB_p ENST | ENSG 19| 19 non-coding tene

73| 5643 | 1.6 11- | . from

_000 3.2 | 00000 | 00000 linc |chr | 74| 74

264 | 8561 | 825 627 - Gencode(http://ww

2290 158349 | 26601 RNA |18 | 68 | 89

29 9| 73 Gl w.gencodegenes.o
34 0 0 58 | 29
8.3 rg/)
long non-coding Gene
non- from JohnRinn
RB linc- di 1.| 1. lincRNA
P 1 91| 7447 16] 32 xLoc | o | eod ne
_ 000 TCON MU | ng chr | 95| 95 catalogue(http://w
279 | 0832 | 809 | 063 _0029 + o
2037 S 000 C20 | RNA | 3 E+ | E+ ww.broadinstitute.
94 26 11 04 93 . .

17 05711 -5 Jinte 08 | 08 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)

RP -coding G

RB_p 9.1| 7503| 16| 3.1 ENST | ENSG 11 12 | 13 ?r?):wco e

_000 ' ' ' .| 00000 | 00000 linc | chr

667 | 8257 | 629 | 666 304 89| 12 | - Gencode(http://ww
2067 45700 | 23072 RNA | 11
o4 91 38| 65| 67 5 4 M2. 59 | 97 w.gencodegenes.o
2 rg/)
RB_p | 12.| 11.24| 1.6 | 3.1 | NR_0OO | GI:848 | RN | DEFINITION Homo non-coding Gene




000 | 902 | 4215 | 577 | 553 | 2715 71994 | 7SL | sapiens RNA, 7SL, from NCBI Refseq
2029 16| 83| 13 1 cytoplasmic 1 (RN7SL1), NR/XR(http://www.
27 small cytoplasmic ncbi.nlm.nih.gov/R
efSeq/)
RB IncRNAdDb: -codi
P 1124 16| 31 nc db non-coding Gene
_000 12. 4215 | 577 | 553 7SL_NR_O from
2029 | 902 02715.1 IncRNAdb(www.In
16| 83| 13
27 (Human) crnadb.com)
RP -codi
RB_p ENST | ENSG 88 | 88 non-coding Gene
9.1| 7503| 16| 3.1 11- | . from
000 1 oo | 8257 | 509 | 404 | 20000 | 00000 |, o linc jchr | 19 120 Gencode(http://ww
2201 55616 | 25880 RNA | 14 | 22| 06 -
18 38| 92| 96 2H1 w.gencodegenes.o
40 8 7 98 | 42
5.1 rg/)
RB_p 9.7 8.060| 16| 3.1 ENST | ENSG ?f sens 87 87 ?rzrr]r;COdmg were
_000 ' ' ' | 00000 | 00000 . chr | 77| 78
060 | 6959 | 453 | 282 278 | e_int - Gencode(http://ww
2250 56303 | 26067 . |16 | 33| 13
64 32| 68| 77 A23 | ronic w.gencodegenes.o
90 6 1 68 | 12
2 rg/)
RB_p 81(6491| 16| 3.1 ENST | ENSG SN Z;‘:; 62 62 ?rzrr]r;COdmg were
000 34;4 8.530 42.5 22.2 00000 | 00000 HG | d_tr chr | 62 62 Gencode(http://ww
2151 26 96 | 73| 22 53826 | 25571 1 aﬁsc 1 001 29 w.gencode (Sr.les o]
54 6 7 _ 80 | 39 4 genes.
ript rg/)
long non-coding Gene
linc- | non- from JohnRinn
RB LO di 28 | 28 lincRNA
P 87| 7149 16| 3.1 XLOC codl nc
_ 000 TCON C10 | ng chr | 58 | 59 catalogue(http://w
879 | 7471 | 381 | 126 _0052 + N
2048 S 000 012 | RNA | 6 09| 77 ww.broadinstitute.
03 2| 55| 76 24 . .
01 11763 963 | ,inte 04| 74 org/genome_bio/h
6-3 | rgen uman_lincrnas/?g=
ic lincRNA_catalog)
non-coding Gene
RB_p C17 | DEFINITION Homo
10. | 8479 | 16| 3.1 Gl:343 . from NCBI Refseq
_000 NR_04 orf7 | sapiens C170rf76
112 | 7802 | 326 | 008 96262 . NR/XR(http://www.
2107 5025 6-A | antisense RNA 1 . .
44 64| 59 4 6 . ncbi.nim.nih.gov/R
82 S1 | (C1l70rf76-AS1), transcript
efSeq/)
RB_p 72| 5614 16| 3.0 ENST | ENSG ?f Z;‘;‘; Ll L ?r(())rr:COdmg oere
000 ' ' ' "~ | 00000 | 00000 ) h 11| 11
= 431 | 7098 | 284 | 918 478 | d.tr | <" - | Gencode(http:/iww
2124 54659 | 25776 12 | E+ | E+
74 44 1 64| 37 C19 | ansc w.gencodegenes.o
09 2 0 . 08 | 08
5 ript rg/)
RB p| 84| 6.787| 16| 3.0 XLOC | linc- | long chr 38| 38 non-coding Gene
000 | 157 | 9025 | 278 | 904 | TCON | _0091 | API | non- 1 69 | 70 | + from JohnRinn
2100 42 50| 39| 98 |S 000 |10 5-5 | codi 90 | 01 lincRNA




06 19277 ng 08 | 26 catalogue(http://w
RNA ww.broadinstitute.
Jinte org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)
RP
RB_p 113 non-coding Gene
- 14.| 13.20| 1.6 | 3.0 Gl:219 f NCBI Ref
000 NR_00 AP | DEFINITION long rom eiseq
2148 825 | 9453 | 159 | 651 3932 88153 20 | non-coding RNA. intergenic NR/XR(http://www.
41 37| 53| 39 3 g ’ g ncbi.nlm.nih.gov/R
31 (HA efSeq/)
NR) a
RB LO | DEFINITION Homo non-coding Gene
O&f 15.| 1342 | 16| 3.0 NR 03 GI:300 c28 | sapiens uncharacterized from NCBI Refseq
- 038 | 6526 | 122 | 573 iy 06900 b NR/XR(http://mwww.
2326 3958 344 | LOC283440 (LOC283440), . .
81 85| 85| 57 4 . ncbi.nim.nih.gov/R
49 0 non-coding RNA.
efSeq/)
long non-coding Gene
e 1 s P P B v
P 82| 6.651| 1.6 | 3.0| S _000 | XLOC ' '
_ 000 OLI | ng chr | 38| 38 catalogue(http://w
620 | 0516 | 110 | 547 | 11571 | _0058 - N
2249 G3- |RNA |6 E+ | E+ ww.broadinstitute.
95 91| 43| 26| TCON |49 . .
35 S 000 1 Jinte 08 | 08 org/genome_bio/h
” rgen uman_lincrnas/?g=
12793 . .
ic lincRNA_catalog)
-coding G
RB_p DEFINITION Homo non-cocing -ene
000 88| 7.243| 16| 3.0 NR 02 GIl:197 | LIN sapiens lond intergenic from NCBI Refseq
S109 | 454| 1739 | 023|363 | . = | 20985 | COO noa roteingco ding | NRIXR(http
9| 83| 16| 04 9 323 P g ncbi.nim.nih.gov/R
35 323
efSeq/)
RB_p 13.]1151| 15| 3.0 ENST | ENSG Z97 Z;‘;‘; 43 | 43 ;er]r;mding oere
_000 ' ' ' .| 00000 | 00000 chr
112 | 5083 | 978 | 269 634 | d_tr 66 | 73 | + Gencode(http://ww
2322 54438 | 23682 16
62 93 8| 44| 07 5 9 5 ansc 62 | 23 w.gencodegenes.o
ript rg/)
DOWN regulated IncRNAs
acces | gen chr
. log transcr | . DEF
HC | Peri-t Rat | . . sion e om |st |en |stra
ID 2R | . iption INITI database source
C umor . |lo numbe | Na oso |art |d |nd
atio ID ON
r me me
linc- | long non-coding Gene
RB_p 55| 10.01|-44| 21 XLOC | AT | non- L L from JohnRinn
_000 ' ' ' | TCON .| chr | 99| 99 .
2182 545 | 2624 | 580 | 978 S 000 0011 | P6 | codi 1 E+ | E+ | lincRNA
50 89 54 4| 72 06111 48 V1 | ng 0s | o8 catalogue(http://w
G3- | RNA ww.broadinstitute.




2 ,inte org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)

non-coding Gene
RB DEFINITION H
0&)'0 10.| 1429 (36| 12.| o | G2 RN | U g;no from NCBI Refseq
- 633 | 1890 | 584 | 627 - 37259 | A5- | P L NR/XR(http://mww.
2253 3285 ribosomal 5 (RNA5-8S5), . .
45 14 4| 01 6 8S5 | . ncbi.nim.nih.gov/R
33 ribosomal RNA.
efSeq/)
Alias
=No
Not | n-pr non-coding Gene
RB HITOO 89 | 89
0&)p 6.6 | 10.20 | -3.5| 11. 00791 HIX01 | e=/ | otein chr | 901 90 from
5287 794 | 9453 | 299 | 551 99 03 61622. | AF4 | codi 9 15| 17 H-InvDB(http://h-in
8 37 7| 22 -4 087 | ng vitational.jp/hinv/a
10 4 05| 89 . .

44 | tran hg-db/index.jsp)
scrip
t.

Alias
=No
REB HIT00 Not | n-pr chr non-coding Gene
OO_Op 10. | 13.96 | -3.5 | 11. 03408 HIX01 | e=/ | otein Un 15| 15 from
5253 439 | 6054 | 262 | 521 35 03 76453. | CR | codi 29 59 | 61 H-InvDB(http://h-in
83 76 2| 24 - |4 749 | ng - 96 | 61 vitational.jp/hinv/a
48 4 0 . .

662 | tran hg-db/index.jsp)
scrip
t.

-coding G
RB_p 51| 8611 |-34| 11 ENST | ENSG | AL1 1.| 1L ]:zrr;co g --ene
_000 ' ' ' " | 00000 | 00000 | 579 |antis |chr | 18 | 18
292 | 0247 | 817 | 171 Gencode(http://ww
2103 83 97 4l a3 45612 | 23686 | 02. |ense |1 E+ | E+ w.dencodeqenes.o
35 6 6 3 08 | 08 4 genes.
rg/)
non-coding Gene
RB_p DEFINITION Homo
75| 11.03 | -3.4 | 11. Gl:226 | FA . G from NCBI Refseq
_000 NR_02 sapiens family with
5117 736 | 3767 | 601 | 005 2450 24661 | M1 sequence similarity 186 NR/XR(http://www.
47| 11| 2| 25 4 geB | > Y251 hebi.nim.nih.gov/R
97 member B
efSeq/)
long non-coding Gene
non- from JohnRinn
RB_p 60 940633 10. XLOC linc- | codi 95| 95 lincRNA
_000 TCON FG | ng chr | 43| 43 catalogue(http://w
223 | 7364 | 843 | 442 0074 N
2275 68 83 2| a1 S 000 E 5 D3- | RNA |9 26 | 59 ww.broadinstitute.
60 16073 2 Jinte 86| 00 org/genome_bio/h
uman_lincrnas/?g=

rgen
ic

lincRNA_catalog)




TCON

S_000
07452
TCON
S_000
07454
TCON
S_000
07925
TCON
S_000 .
- long non-coding Gene
07926 .
TCON non- from JohnRinn
RB linc- | codi 1. 1. lincRNA
P 6.1 9.498 | -3.2 | 9.8| S 000 | XLOC
_ 000 AC | ng chr | 86 | 86 catalogue(http://w
996 | 8492 | 991 | 435 | 08695 | 0042 - o
2266 SL1 | RNA | 4 E+ | E+ ww.broadinstitute.
72 07 8| 37| TCON |09 . .
31 S 000 -2 Jinte 08 | 08 org/genome_bio/h
- rgen uman_lincrnas/?g=
09193 ic lincRNA_catalog)
TCON —cataiog
S_000
09194
TCON
S_000
09196
TCON
S_000
09197
TCON
S_000
09198
(o] non-coding Gene
RB_p ENST | ENsG |sA | P° 18 | 18 ng =en
7.7| 11.00|-3.2| 9.4 esse from
000 1 645 | 3166 | 382 | 367 | 00000 | 00000 | A2 jehr 25 27 Gencode(http://ww
2Lt 72 51 9| 82 92435 | 25307 | SA aﬁsc el w.gencode epﬁeso
14 5 1 A | © 69 | 82 9 genes.
ript rg/)
RP non-coding Gene
RB_p ENST | ENSG 24 | 24 ng &=en
84| 1163 |-3.2| 93 11- | . from
000 1159 | 9340 | 103 | 138 | 90090 | 00000 | o, |linc jehr 971981 1 o ncode(http:/mw
2356 5 21 8| 69 58456 | 26361 Al RNA |18 | 79| 18 W.aencode epﬁeso
76 6 1 ' 15 | 68 4 genes.
1 rg/)
RB_p | 88| 12.07|-3.2| 9.2 NR 03 Gl1:301 VR DEFINITION Homo non-coding Gene
_000 |564| 3472 | 170 | 988 644_1 89656 K2 sapiens vaccinia related from NCBI Refseq
2136 26 15 5| 13 3 kinase 2 (VRK2), transcript | NR/XR(http://www.




53 variant ncbi.nim.nih.gov/R
efSeq/)
LO non-coding Gene
RB DEFINITION
O&Jp 89| 1201|-30| 84 XR 13 Gl:341 | C10 PREDICTED: Homo from NCBI Refseq
- 336 | 3497 | 798 | 550 - 91463 | 065 . ' . NR/XR(http://www.
2376 o1 15 1 1 3419 4 308 sapiens uncharacterized ncbinim.nih.qov/R
65 LOC100653086 nm.nin-g
6 efSeq/)
Alias
=No
RB_p Not n-p.r 1] 1 non-coding Gene
000 9.0| 11.98 | -29 | 7.9 | HITOO | HIX00 o=/ otein chr | 33| 33 from
E 348 014 | 6375| 849 | 170 | 01012 | 06227. D_2 8 codi 5 e+ | B+ + H-InvDB(http://h-in
08 38 7| 73]07.12 |18 ng vitational.jp/hinv/a
21 378 08 | 08 . .
tran hg-db/index.jsp)
scrip
t.
-coding G
RB_p 88| 1181|-29| 7.8 Gl:187 RN | DEFINITION - Homo ?rzrr]ncl\cl)CI;?Reizs
_000 ' ' ' _|NR_02 ' U6 | sapiens RNA, Ubatac small d
392 | 1575| 723 | 482 96011 NR/XR(http://mww.
2076 3344 AT | nuclear (U12-dependent . .
99 04 39 7| 53 1 AC | splicing) ncbi.nlm.nih.gov/R
pleing efSeq/)
-coding G
RB_p DEFINITION Homo ron-cociing \sene
000 10. | 13.19 | -2.8| 7.2 NR 04 Gl:374 | SL sapiens solute carrier from NCBI Refseq
53 16 341 | 6986 | 554 | 373 62 9_8 71734 | C25 fanpﬂl 25 (mitochondrial NR/XR(http://www.
52 26 7 8 5 Al .y ncbi.nim.nih.gov/R
34 carrier;
efSeq/)
non-coding Gene
RB_p DEFINITION Homo
000 10. | 1324 | -28| 7.1 NR 02 Gl:257 | AP sapiens anolipobrotein C-| from NCBI Refseq
5agr | 397| 2208 | 450 | 853 | " | 47099 | OC sZu . e‘;e E (ip Scipy), | NRIXR(ntp
14 51 7| 91 3 1,1 | P J " | ncbi.nim.nih.gov/R
21 transcript
efSeq/)
RA -coding G
RBP 1 271 108528 70| ENST | ENSG | g ol i ?r(c))rr]nco e
_000 ' ' ' “_ | 00000 | 00000 linc |chr | 74| 74
515 | 9377 | 078 | 023 EF4 - Gencode(http://ww
1999 44 09 3 2 43012 | 22801 AS RNA | 2 E+ | E+ W.aencodeaenes.o
83 8 6 08 | 08 4 genes.
1 rg/)
non-coding Gene
RB_p DEFINITION Homo
000 10. | 13.21 57 6.8 NR 02 Gl:257 | AP sapiens anolibobrotein C-| from NCBI Refseq
Soss | 41| 9092 | 201576 | - | 47099 | OC SZU . e'?]e E (ip Scipy), | NRIXR(nttp:
39 87 05 4 1p1 | P d " | ncbi.nlm.nih.gov/R
17 transcript
efSeq/)
RB_p | 10.| 13.21|-2.7| 6.8 NR 02 Gl1:257 | AP | DEFINITION Homo non-coding Gene
_000 | 441 | 6442 | 750 | 450 84 1—2 47099 | OC | sapiens apolipoprotein C-1 | from NCBI Refseq
2303 39 74 5 2 0 1P1 | pseudogene 1 (APOC1P1), | NR/XR(http://mww.




05 transcript ncbi.nim.nih.gov/R
efSeq/)
RP -codi

RB_p ENST | ENSG 62 | 62 non-coding Gene

55| 8.317|-2.7| 6.7 11- | . from

000 545 | 4126 | 628 | 872 00000 | 00000 322 linc | chr | 771 78 + Gencode(http://ww

2002 | "0 T 0| Ty, | 41793 | 22724 | 2 | RNA |10 | 60 | 61 e Sﬁes ’

30 1 4 ' 32| 78 9 genes.

2 rg/)
long non-coding Gene
non- from JohnRinn

RB linc- | codi 45 | 45 lincRNA

P | 65/ 9.274 6.7 xLoc | . ! !

_000 235 | 9604 -2.7 336 TCON 0020 SR | ng chr | 87| 87 catalogue(http://w

2191 62 7 514 96 S_000 g 0 BD |RNA |2 58 | 79 ww.broadinstitute.

93 04240 1-1 | ,inte 81| 64 org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)

RP -coding G

RB_p 7.3 10.09|-2.7| 6.6 ENST | ENSG 11 Z;‘; 60 €0 ?rzrr]nco e

000 Sél Oi12 36:9 6é6 00000 1 00000 960 | d tr chr | 92193 Gencode(http://ww

1997 57106 | 26223 " 117 | e8| 18 P

47 42 7| 67 B9. | ansc w.gencodegenes.o

74 2 1 . 0] 3

2 ript rg/)
long non-coding Gene
non- from JohnRinn

RB linc- | codi 29 | 29 lincRNA

P | 66| 934826/ 6.4 XLOC
_ 000 510 | 7281 | 976 | 875 TCON 0084 LYZ | ng chr | 21| 26 N catalogue(http://w
2121 S 000 | = L1- | RNA | 10 75| 42 ww.broadinstitute.
52 54 8| 62 26 . .

49 18147 4 Jinte 07 | 18 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)

-coding G

RB_p 6.1| 8845|-26| 6.4 ENST | ENSG | CL 1E | 1E ;erlnco e

_000 ' ' ' | 00000 | 00000 |YB |antis | chr

497 | 4900 | 957 | 788 +0 | +0 | - Gencode(http://ww
2204 43012 | 22765 | L-A | ense | 13
47 51 4| 73 8 8 w.gencodegenes.o
34 5 9 S2
rg/)
LO non-coding Gene
RB_p DEFINITION
86| 11.30|-26| 6.4 Gl:410 | C10 from NCBI Refseq
000 XR 17 PREDICTED: Homo

= 238 | 4351 | 804 | 106 iy 17213 | 099 . . NR/XR(http://www.

2251 81 32 2| 46 1621 0 629 sapiens uncharacterized ncbi.nim.nih.ov/R

34 LOC100996298 m-ning

8 efSeq/)
RB_p 6.0 | 8.700 | -2.6 ENST | ENSG ?f Z;Z(; L L ?r?):;COding were
000 | .|, - 00000 | 00000 | . hr | 22 | 22

= 223 | 4397 | 780 | 6.4 820 |d tr | - | Gencode(http:/iww

2184 68 18 7 53310 | 25509 L6. | ansc 1 Ex | Ex w.gencodegenes.o

42 9 0 -8 08 | 08 9 genes.

1 ript rg/)
RB p| 72| 9915|-26| 6.3 | ENST |ENSG |RP |linc |chr | 27| 27 | - non-coding Gene




000 | 431 | 8793 | 727 | 762 | 00000 | 00000 | 11- | RNA | X 17 | 19 from
2297 74 79 1| 3843601 | 24202 | 268 70 | 44 Gencode(http://ww
30 9 1 Gl 21| 15 w.gencodegenes.o
2.3 rg/)
Alias
=No
n-pr non-coding Gene
RB_p Not | P 1] L n9
000 9.2 11.92|-2.6 | 6.3 | HITOO | HIX00 o=/ otein chr | 33| 33 from
5111 526 | 3513 | 708 | 680 | 02164 | 08469. 8_7 3 codi 9 e+ | B+ + H-InvDB(http://h-in
65 2 5| 33|70.13 |16 ng vitational.jp/hinv/a
07 202 08 | 08 . .
tran hg-db/index.jsp)
scrip
t.
non-coding Gene
RB DEFINITION H
o&)p 10.| 1201 (26| 61| o | G221| | etiolact);o from NCBI Refseq
- 300 | 0174 | 095 | 030 - 13682 b . . NR/XR(http://mwww.
2128 6645 T1 | homolog 1 (Arabidopsis) . .
64 25 4| 72 3 ncbi.nim.nih.gov/R
54 (DET1),
efSeq/)
TCON
S_000
25374
TCON long non-coding Gene
S 000 linc non- from JohnRinn
RB 25375 di 37| 37 lincRNA
P 1 73] 9922]-25] 6.0 xLoc |pp | ¢ nc
_ 000 TCON ng chr | 70| 72 catalogue(http://w
264 | 5844 | 961 | 467 0121 | P1 + o
2206 S 000 RNA | 17 66 | 38 ww.broadinstitute.
29 03 5 29 92 R1 | . .
33 25376 B-1 Jinte 89| 95 org/genome_bio/h
TCON rgen uman_lincrnas/?g=
S 000 ic lincRNA_catalog)
25377
TCON
S_000
25378
LO non-coding Gene
RB_p DEFINITION
8.4 | 11.02 5.9 Gl:410 | C10 from NCBI Refseq
~ 000 -2.5 XR 15 PREDICTED: Homo
429 | 4447 856 17015 | 099 . . NR/XR(http://mwww.
2312 43 12 815 32 9474 4 629 sapiens uncharacterized ncbi.nim.nih.ov/R
27 LOC100996298 m-ning
8 efSeq/)
-coding G
RE P | ol asr1| ps| og|ENST |ENSG | AC Zez\sl 30 | 30 ?rz:qw ng ->ene
_000 ' ' ' | 00000 | 00000 |106 | — chr | 88| 90
068 | 6752 | 647 | 166 erla - Gencode(http://fww
2098 o1 14 sl &7 57247 | 26272 | 782 i 16 | 70| 65 w.aencodeqenes.o
31 1 1 20 Zp 86 | 37 rg'g genes.




long non-coding Gene
linc non- from JohnRinn
RB codi 1. 1 lincRNA
P | 628797 | 25| 58 XLOC | FA | !
_000 TCON ng chr | 29| 29 catalogue(http://w
573 | 6615 | 402 | 169 _0072 | M8 - N
2191 88 26 71 o3 S_000 18 4B RNA | 8 E+ | E+ ww.broadinstitute.
82 14536 10 Jinte 08 | 08 org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)
RP non-coding Gene
RB_P | 54| 8994 56| ChoT | ENSG ), 05 65 from "
000 1515 | 3534 | 25 ggp | 00000 | 00000 |, linc jichr 95195 | o ode(http:/ww
2138 025 54575 | 25586 RNA |12 | 33| 46 -
53 37 67 N13 w.gencodegenes.o
46 0 6 70 | 69
2 rg/)
RB DEFINITION non-coding Gene
O&)p 6.6 9.083|-24| 55 XR 17 Gl:410 | LIF | PREDICTED: Homo from NCBI Refseq
5035 220 | 4793 | 614 | 076 149—7 17195 | R-A | sapiens LIFR antisense NR/XR(http://www.
90 52 27 3| 14 2 S1 | RNA 1 (LIFR-AS1), ncbi.nim.nih.gov/R
misc_RNA. efSeq/)
-coding G
RB_p DEFINITION Homo rnon-cocing -ene
6.7 9.152 | -24| 54 Gl:386 . . from NCBI Refseq
~ 000 NR_04 MG | sapiens microsomal
073 | 2848 | 449 | 449 86952 . NR/XR(http://www.
2190 8547 ST1 | glutathione S-transferase 1 . .
59 42 3| 76 5 ncbi.nlm.nih.gov/R
46 (MGST1),
efSeq/)
RP roc non-coding Gene
RB_p 5918392 |-24| 54 ENST | ENSG 11 F(:sse 851 85 from ’
_000 ' ' ' __ | 00000 | 00000 chr | 39| 39
541 | 3174 | 381 | 193 132 | d_tr - Gencode(http://ww
2029 96 23 2| 55 33046 | 23351 M7. | ansc 6 0] 84 w.gencodegenes.o
39 9 3 | 68 | 65 9 genes.
1 ript rg/)
TCON
S 000
- long non-coding Gene
17681 .
. non- from JohnRinn
TCON linc- _ .
RB_p codi 1. 1 lincRNA
000 6.61 9.043 2.4 >4 15000} XLOC | C10 n chr | 27 | 27 catalogue(http://w
= 073 | 0272 _ | 102 | 17888 | 0086 | orfl g + g . p
2190 357 RNA | 10 | E+ | E+ ww.broadinstitute.
3 84 56 | TCON | 61 37- | . .
96 S 000 1 ,inte 08| 08 org/genome_bio/h
— i 20=
o AT
TCON —cataiog
S 000
18858
RB_p| 86| 11.10|-24 | 5.3 NR 00 GI:195 | LO | DEFINITION Homo non-coding Gene
_000 | 777 | 5253 | 275 | 797 32 6_6 53938 | C22 | sapiens succinate from NCBI Refseq
2202 2 78 3| 31 1 072 | dehydrogenase complex, NR/XR(http://www.




83 9 subunit A, ncbi.nlm.nih.gov/R

efSeq/)

RE P | | g7us| 2a| 5, |ENST |ENSG | DIA 60 | 60 ;'rzrr;wd'”g Gene

000 | o7c | ga3g | g72 | 317 | 00000 | 00000 | PH | antis | chr | 56 | 61 Gencode(http://ww

2007 50 37 s| o7 43299 | 22752 | 3-A |ense |13 | 74| 84 w.gencode (Sr.\es o

21 5 8 s1 39| o1 9 genes.

rg/)
long non-coding Gene
RB TCON finc- 222; 1] 1 :‘ir:;i&hnmnn
P | 63| 8714 5.1|S_000 | XLOC | SP S
_000 -2.3 ng chr | 4E | 4E catalogue(http://w
398 | 2455 851 | 17253 | _0080 | AN o
2086 744 RNA | X +0 | +0 ww.broadinstitute.
5 18 85| TCON |79 XB | . .
98 Jinte 8| 8 org/genome_bio/h
S_000 1-2 .
rgen uman_lincrnas/?q=
17468 . .
ic lincRNA_catalog)
-coding G
RB_p DEFINITION Homo rnon-cocing -ene
7.5 9.945 5.1 Gl:239 . from NCBI Refseq
~ 000 -2.3 NR_02 C3o0 | sapiens chromosome 3
736 | 4438 758 93747 . NR/XR(http://www.
2353 718 7794 rf17 | open reading frame 17 . .
a7 36 53 3 ncbi.nlm.nih.gov/R
22 (C3orf17),
efSeq/)
-coding G

RB_p 8.0 10.44|-23| 5.1 ENST | ENSG BC ar |4t ?r(;rr]nco e

000 92.7 86:32 558 19.0 00000 1 00000 YR finc -\ chr | 55 57 Gencode(http://ww

2147 57 57 8| a8 41853 | 23682 N1 RNA | 2 81| 16 W.aencode (Sr.\es o

31 9 4 98 | 56 9 genes.

rg/)
long non-coding Gene
linc non- from JohnRinn

RB di 1.| 1. lincRNA

P 73] 9722| 23] 50 xLoc |cL | o ne
_ 000 TCON ng chr | 84| 84 catalogue(http://w
750 | 8075 | 477 | 903 0041 | DN o
2086 S 000 RNA | 4 E+ | E+ ww.broadinstitute.
39 31 7| 61 97 24- | .

78 08681 3 Jinte 08 | 08 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)

RP -coding G

RB_p ENST | ENSG 58 | 58 non-cociing \sene

6.7 | 9.109 | -2.3 11- _ from
_000 00000 | 00000 antis | chr | 81| 95
879 | 8306 | 219 5 147 Gencode(http://ww
2297 03 54 3 46370 | 24242 N17 ense | 3 01| 63 w.dencodeqenes.o
42 3 8 96 | 86 9 genes.
A rg/)
long non-coding Gene

RB_p 10.| 12.05| 23| 49 XLOC linc- non.- 1. 1 f.rom JohnRinn

_000 629 | 1557 | 217 | 993 TCON 0033 BC |codi |chr | 67| 67 lincRNA

2213 81 93 5| 69 S _000 E 0 HE- | ng 3 E+ | E+ catalogue(http://w

32 06706 4 RNA 08 | 08 ww.broadinstitute.
Jinte org/genome_bio/h




rgen

uman_lincrnas/?q=
lincRNA_catalog)

non-coding Gene

RB ENST | ENSG | CT 29 | 29
P | 75| 0804 |-23]| 4.9 _ from
000 1 138 | 1310 | 003 | 256 | 90000 | 00000 | C-5 jlinc jchr |93 93 Gencode(http://ww
2344 26 21 1 5 58752 | 26757 | 25D | RNA |19 | 89| 92 W.aencode (Sr.\es o
67 0 4 6.5 44 | 87 9 genes.
rg/)
non-coding Gene
RB_p 271 0036 | 22| 48 ENST | ENSG | AC 1.| 1. from
_000 0 0 4 5'5 318 6 1 77' 4 00000 | 00000 | 010 | antis | chr | 98 | 98 Gencode(http:/ww
2129 |, o | 1| on| 44208 | 22597 | 746 |ense |2 | E+ |Ex e Sﬁes ’
48 4 9 3 08 | 08 9 genes.
rg/)
non-coding Gene
RB_p 55| 7.771 | -2.2 SN DEFINITION - Homo from NCBI Refse
_000 23'5 4';894 47'9 4.7 | NR_0O | GI:743 OR sapiens small nucleolar NR/XR(htt _//WWV(\]/
2051 62 . 3 5| 2562 15928 D28 RNA, C/D box 28 ncbinim n:[; ov/R.
70 (SNORD28), small nim.nin-g
efSeq/)
CT -coding G
RB_p 8.2| 1046 | -22| 4.6 ENST | ENSG D-2 82182 ?rzrr]nco e
000 Bé4 4635 256 77.1 00000 | 00000 218 finc | chr | 061 06 Gencode(http://ww
2238 05 15 3| 82 50950 | 24910 K11 RNA | 5 12| 21 W.aencode (Sr.\es o
20 6 0 22 | 52 4 genes.
2 rg/)
Alias
=No
RB_p Not n—p.r 111 non-coding Gene
000 8.4 | 10.66 | -2.2 | 4.6 | HITOO | HIX00 | e=/ | otein chr | 82 | 82 from
E 007 387 | 4002 | 252 | 757 | 03931 | 94189. | DQ | codi 5 e+ | E+ H-InvDB(http://h-in
o1 92 76 1| 93|88.5 5 668 | ng 08 | 08 vitational.jp/hinv/a
378 | tran hg-db/index.jsp)
scrip
t.
non-coding Gene
RB_p DEFINITION Homo
82| 1042 |-22| 4.6 Gl:388 | KIA _ from NCBI Refseq
_000 NR_04 sapiens KIAA1324
2033 215| 9929 | 083 | 214 9774 49024 | A13 (KIAA1324), transcript NR/XR(http://www.
87 74 41 41 1 24 _ ’ "' ncbi.nim.nih.gov/R
39 variant 5, non-coding
efSeq/)
long non-coding Gene
- TCON e |co | | 73] 78| |
P 1 60| 8216|-21| 45|s 000 | xLOC
_000 NS | ng chr | 47 | 48 catalogue(http://w
223 | 7458 | 943 | 769 | 09598 | 0047 -
2169 UN |RNA |5 09| 22 ww.broadinstitute.
68 58 8| 23| TCON |26 _ .
22 S 000 2-2 | inte 8| 5 org/genome_bio/h
- 1 0=
10261 _rgen uman_lincrnas/?q

IC

lincRNA_catalog)




Alias

=No
Not | n- -codi
RB_p ot | n p.r 72| 72 non-coding Gene
000 11.| 14.00 | -2.1 | 4.5 | HITOO | HIX00 | e=/ | otein chr | 09 | 09 from
5197 816 | 7596 | 909 | 659 | 01942 | 13223. | M1 | codi 16 | ool o1 + H-InvDB(http://h-in
68 73 1| 44|07.12 |17 319 | ng vitational.jp/hinv/a
66 58 | 11 . .
2 tran hg-db/index.jsp)
scrip
t.
RP non-coding Gene
RB_p ENST | ENSG 58 | 58 n9
6.1 8317 |-21| 44 4-7 _ from
000 497 | 4126 | 676 | 929 00000 - 00000 37A antis | chr | 32| 34 + Gencode(http://ww
1999 | 0| TN V0| UL | 58646 | 22675 | " ense |1 | 86 | 64 e Sﬁes ’
26 5 9 ' 86 | 03 9 genes.
2 rg/)
long non-coding Gene
non- from JohnRinn
RB linc- | codi 30| 30 lincRNA
—P 1 6.9 9.107 4.4 XLOC | ! !
_000 425 | 2170 2.1 837 TCON 0038 NO | ng chr | 51| 64 catalogue(http://w
2081 15 26 647 4 S_000 E? P14 | RNA | 4 28 | 34 ww.broadinstitute.
30 08412 -1 ,inte 0] 1 org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)
long non-coding Gene
e i PP I R PO
P 6.1| 8330|-21| 44|S 000 | XLOC | AN ' '
_ 000 ng chr | 28 | 28 catalogue(http://w
799 | 9168 | 510 | 413 | 08571 | _0040 | KR - N
2392 RNA | 4 E+ | E+ ww.broadinstitute.
09 78 1| 79 | TCON |67 D50 | . .
40 S 000 5 Jinte 08 | 08 org/genome_bio/h
- rgen uman_lincrnas/?g=
08572 . .
ic lincRNA_catalog)
Alias
=No
- h -coding G
RB_p Not n p.r chr 26 | 26 non-coding Gene
10. | 12.38 | -2.1 | 4.4 | HITOO | HIX01 otein | 6_q from
_000 e=/ . 15| 15 .
2387 244 | 3434 | 384 | 029 | 03212 | 67180. X07 codi | bl_ 16| 39 | H-InvDB(http://h-in
63 96 3 8| 673814 |4 062 ng hap sl o vitational.jp/hinv/a
tran | 6 hg-db/index.jsp)
scrip
t.
NL non-coding Gene
RB p DEFINITION Homo
000 7519719 |-21| 44 NR 04 GIl:390 | GN sapiens NLGN4Y antisense from NCBI Refseq
- 812 | 3888 | 381 | 020 v 97961 | 4Y- P NR/XR(http://www.
2171 6504 RNA 1 (NLGN4Y-AS1), . .
01 21 9| 89 7 AS . ncbi.nlm.nih.gov/R
28 non-coding RNA.
1 efSeq/)




long non-coding Gene
non- from JohnRinn
RB linc- | codi 1. 1 lincRNA
P | 55| 7665 21| 43 xLoc | . ! !
_000 545 | 3359 | 107 | 191 TCON 0102 TA | ng chr | 19| 19 catalogue(http://w
2176 89 17 5| 49 S_000 I 3 OK |RNA |12 | E+ | E+ ww.broadinstitute.
31 20943 3-5 | ,inte 08 | 08 org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)
RP roc non-coding Gene
RB_p ENST | ENSG P 97 | 97 n9
6.7 | 8.882|-20| 4.2 11- | esse from
_000 00000 | 00000 chr | 63| 66
879 | 6430 | 947 | 714 429 | d_tr - Gencode(http://ww
2175 44941 | 22668 10 | 48| 75
03 49 4| 93 Gl | ansc w.gencodegenes.o
02 9 8 . 40 | 32
9.2 |ript rg/)
RP non-coding Gene
RB ENST | ENSG 38| 38
o&)p -1 72521201 4.2 5500 | 00000 | XX ine | chr | 63 ] 66 from
= 699 | 6654 | 827 | 361 277 - Gencode(http://ww
2109 25 32 4l 11 53188 | 25517 K23 RNA |11 | 98| 79 w.gencodeqenes.o
63 2 5 78 | 06 9 g '
A rg/)
RP non-coding Gene
RB_p 92| 11.36 | -20| 4.1 ENST | ENSG 11- | sens 8989 from ’
000 952 7A;14 652 9?;6 00000 1 00000 830 | e_int chr | 00} 00 Gencode(http://ww
2008 08 75 1| 51 °6198 | 26122 F9 ro_nic 16 31141 w.gencode (Srlleso
20 0 6 ' 86 | 64 9 genes.
7 rg/)
SL -coding G
RB_p DEFINITION Homo rnon-cocing -ene
6.9 9.007|-20| 41 Gl:336 | C8 . . from NCBI Refseq
~ 000 NR_03 sapiens SLC8A1 antisense
425 | 0272 | 645 | 829 17601 | Al- NR/XR(http://www.
2133 8441 RNA 1 (SLC8A1-AS1), . .
15 67 1| 27 3 AS . ncbi.nim.nih.gov/R
42 non-coding RNA.
1 efSeq/)
Alias
=No
Not .
n-pr non-coding Gene
RB p e=A ) 1.| 1.
12.| 14.86 | -2.0 | 4.1 | HITOO | HIX00 otein from
_000 PO .| chr | 17| 17 .
2373 796 | 0262 | 637 | 806 | 03208 | 10157. c3/ codi 11 | E+ | Es + H-InvDB(http://h-in
55 55 2| 1714512 |16 ng vitational.jp/hinv/a
86 Vol tran 08| 08 hg-db/index.jsp)
513 . g 15P
scrip
t.
long non-coding Gene
TCON - f JohnRi
RB_p linc. non. 38 | 38 .rom ohnRinn
000 59| 7.994|-2.0| 4.1|S_000 | XLOC ME codi chr | 36 | 36 lincRNA
5054 307 | 3534 | 636 | 803 | 23245 | _0114 - ng 15 09| 511 catalogue(http://w
13 37 37 2| 28| TCON |30 4 RNA 90 | 88 ww.broadinstitute.
S 000 Jinte org/genome_bio/h
23630 rgen uman_lincrnas/?g=




TCON ic lincRNA_catalog)
S_000
23631
RP -codi
RB_p ENST | ENSG 28 | 28 non-coding Gene
74| 9522|-20| 4.1 11- | . from
000 1216 | 5815 | 509 | 436 | 20000 | 00000 |, o linc ) chr | 89 [ 89 Gencode(http://ww
2276 56306 | 25992 RNA |17 | 10| 25 -
75 31 1| 62 M1 w.gencodegenes.o
47 3 8 74| 94
1.1 rg/)
non-coding Gene
RB_p ENST | ENSG 1.| 1.
6.4 | 8451 |-20| 4.1 LIN | from
000 093 | 2111 | 418 | 176 00000 | 00000 C0o0 linc | chr | 28 28 Gencode(http://ww
2269 | "o | T, |, | 4 | 54464 | 25619 | © I RNA |12 | E+ | E+ e Sﬁes ’
66 5 3 08 | 08 9 genes.
rg/)
RP -coding G
RB_p 57| 7836 |-20| 4.1 ENST | ENSG 11 o3| 53 ?rzrr]nco e
000 94;4 6503 4i6 17.1 00000 1 00000 397 finc -\ chr | 44 44 Gencode(http://ww
2040 16 55 3| 17 58732 | 26732 AL6 RNA |18 | 39| 89 W.aencode (Sr.\es o
07 0 5 57 | 52 9 genes.
2 rg/)
non-coding Gene
RB_p ENST | ENSG | AC 1.| 1.
7.8 9.89%6 | -20| 4.1 . from
_000 548 | 3324 | 414 | 166 00000 | 00000 |078 |linc |chr | 37| 37 Gencode(http://ww
2260 68 04 6| 31 44752 | 23111 | 842 |RNA |7 E+ | E+ W.aencode (Sr.\es o
50 9 4 4 08 | 08 9 genes.
rg/)
non-coding Gene
RB_p 63| 8428 | 20! a1 ENST | ENSG | RP 33| 33 from
_000 ' ' ' "~ 00000 | 00000 |11- |linc |chr | 64| 65
923 | 3601 | 360 | 011 Gencode(http://ww
2204 58538 | 26736 | 47L | RNA |17 | 06 | 19
17 73 4 9 w.gencodegenes.o
64 7 4 3.1 82| 19
rg/)
RP -coding G
RBP | 65| 862320 a0 |ENST |ENSG 14, 34 34 ?r(c))rr]nco e
_000 ' ' ' | 00000 | 00000 antis | chr | 08 | 09
924 | 8814 | 314 | 880 537 Gencode(http://ww
2045 42605 | 22835 ense | 9 96 | 66
57 9 2| 83 H15 w.gencodegenes.o
37 8 2 40 | 76
.3 rg/)
long non-coding Gene
non- from JohnRinn
RB p 57| 7758 | 20| 4.0 XLOGC linc- | codi 81| 81 lincRNA
_ 000 TCON AB | ng chr | 60 | 66 catalogue(http://w
414 | 2232 | 167 | 467 _0038 N
2269 67 15 6 29 S_000 =4 LIM | RNA | 4 85| 04 ww.broadinstitute.
82 08419 2-1 | inte 1] 2 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)
RB p | 74| 9492 |-20| 4.0 | ENST | ENSG | BX inc | chr 1. 1 non-coding Gene
_000 | 878 | 8546 | 050 | 139 | 00000 | 00000 | 004 RNA | 1 44 | 44 from
2008 4 2 1| 2841860 | 23556 | 987 E+ | E+ Gencode(http://ww




06 7 6 v 08 | 08 w.gencodegenes.o
rg/)
long non-coding Gene
RB TCON linc- 222; 1] 1 :‘ir:;i&hnmnn
O&)p 7494921 -20) 4015000 XLOC ) FC n chr 44'; 44 catalogue(http://w
- 878 | 8546 | 050 | 139 | 00633 | 0009 | GR g g . p
2008 RNA | 1 E+ | E+ ww.broadinstitute.
4 2 1| 28| TCON |99 1B- | . .
06 S 000 4 Jinte 08 | 08 org/genome_bio/h
- rgen uman_lincrnas/?g=
00634 . .
ic lincRNA_catalog)
Alias
=No
Not | n- -codi
RB_p ot | n p.r 44 | 44 non-coding Gene
000 7.2 9.290|-2.0| 4.0 | HITOO | HIX00 |e=/ | otein chr | 77| 77 from
5268 854 | 0188 | 046 | 128 | 03864 | 96130. | BC | codi 13 | 47| 50 H-InvDB(http://h-in
02 47 2| 21956 6 108 | ng vitational.jp/hinv/a
47 75 | 42 . .
923 | tran hg-db/index.jsp)
scrip
t.
TCON
S_000
- long non-coding Gene
24226 .
TCON non- from JohnRinn
RB_p linc- | codi 56 | 56 lincRNA
000 12.114.481-201 4.015000 ) XLOC MT |n chr | 67 | 67 catalogue(http://w
- 479 | 3658 | 045 | 125 | 24227 | _0117 g g . p
2324 1B- | RNA | 16 73 | 88 ww.broadinstitute.
15 35 1| 23| TCON | 36 _ .
60 S 000 1 ,inte 84 | 52 org/genome_bio/h
— i 20=
o AT
TCON —cataiod
S 000
24857
long non-coding Gene
non- from JohnRinn
RB linc- di 1.| 1. lincRNA
P77 2.0/ 4.0 xLoc | e | eod nc
_ 000 976 9.800 032 | 089 TCON 0046 CC | ng chr | 62| 62 catalogue(http://w
2288 62 8999 4l 89 S 000 54 NG |RNA |5 E+ | E+ ww.broadinstitute.
53 10158 1-1 | inte 08 | 08 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)
RB_p 12| 14.20 39 XLOC linc- | long 76 | 76 non-coding Qene
_ 000 208 | 4189 -1.9 883 TCON 0095 LR | non- | chr | 47 | 47 from JohnRinn
2380 39 02 958 78 S 000 6 3 RC |codi |11 | 59| 94 lincRNA
80 19713 32- | ng 19| 44 catalogue(http://w




1 RNA ww.broadinstitute.
Jinte org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)
LO non-coding Gene
RB DEFINITION
0&)p 6.8 | 8853 |-1.9| 3.9 XR 11 GI1:310 | C10 PREDICTED: Homo from NCBI Refseq

- 579 | 3095 | 953 | 870 - 11479 | 050 . ' . NR/XR(http://www.

2090 81 55 3| 69 2745 3 587 sapiens uncharacterized ncbinim.nih.qov/R

70 LOC100505878 m-ning

8 efSeq/)
RP roc non-coding Gene

RB_p ENST | ENSG P 21| 21 n9

6.3 8285 |-19| 3.9 11- | esse from
_000 00000 | 00000 chr | 19| 19
128 | 4022 | 725 | 245 810 | d_tr Gencode(http://ww
2356 56791 | 25871 15 | 59| 86
83 19 2| 28 K23 | ansc w.gencodegenes.o
98 6 0 . 87 | 00
3 ript rg/)
LO -coding G

RB_p 6.1 8071|-19| 3.8 Gl:410 | C10 DEFINITION ?r?)rr]ncl\cl)CI;?Re?;]:

_000 ' ) ' | XR_17 ' PREDICTED: Homo d

085 | 4623 | 629 | 985 17263 | 012 . . NR/XR(http://www.

2311 24 63 4l 51 1897 8 947 sapiens uncharacterized ncbi.nim.nih.ov/R

94 LOC100129473 m-ning

3 efSeq/)
long non-coding Gene
non- from JohnRinn

RB linc- di 1.| 1. lincRNA

P 58| 7771|-1.9]| 38 xLoc | e | eod nc
_ 000 TCON OP | ng chr | 54 | 54 catalogue(http://w
201 | 4894 | 513 | 672 _0055 o
2143 S 000 RM | RNA | 6 E+ | E+ ww.broadinstitute.
79 7 1| 57 08 . .

77 11994 1-1 | ,inte 08 | 08 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)

RP -coding G
RB_P | g1 1007|-19]| 38| ENST |ENSG 1, 23 23 ?r(c))rr]nco e
_000 ' ' ' __ | 00000 | 00000 linc |chr | 17| 20
241 | 2802 | 486 | 602 114 Gencode(http://ww

2082 54099 | 25699 RNA |12 | 47| 71
21 53 8| 15 G2 w.gencodegenes.o

01 4 5 20 | 75

2.1 rg/)
non-coding Gene

RB_p LO | DEFINITION Homo
000 9.7| 1164 |-19| 3.8 NR 03 Gl:299 15 | sapiens uncharacterized from NCBI Refseq

- 047 | 5208 | 404 | 382 - 89084 ’ NR/XR(http://mwww.

2391 3931 274 | LOC152742 (LOC152742), . .

68 08 4| 26 1 . ncbi.nim.nih.gov/R

28 2 non-coding RNA.

efSeq/)
RB_p 6.1 8.118|-19| 3.8 ENST | ENSG EZ Z;Z(; 2.| 2 ?r?)rr:COding were
000 | _ | - | 00000 | 00000 | - hr | 29 | 29

= 799 | 9410 | 390 | 344 061 |d tr | Gencode(http://ww

2065 09 73 3| 83 43633 | 17778 H20 | ansc 1 Ex | Ex w.gencodegenes.o

30 4 8 . 08 | 08 9 genes.

A ript rg/)
RB p| 79| 9852|-19| 38| ENST |ENSG |LIN |linc |chr | 91| 91 non-coding Gene
000 | 158 | 5295 | 366 | 281 | 00000 | 00000 | COO | RNA |12 | 31| 34 from




2211 79 09 5| 57 |54672 | 19624 | 615 17 | 24 Gencode(http://ww

20 5 3 99 | 46 w.gencodegenes.o

rg/)

RB_p ENST | ENSG | RP proc non-coding Gene

000 71| 9.092|-19| 3.8 00000 | 00000 | 11 esse chr 1E | 1E from
- 598 | 7571 | 328 | 181 d_tr +0| +0 | + Gencode(http://ww
2380 37520 | 25487 | 23J 9
71 41 9| 82 ansc 8| 8 w.gencodegenes.o

43 4 6 95 | .
ript rg/)

RE P | | 6 oas o | ENST |ENSG |RP 2.| 2. ;'rzrr;wd'”g Gene

_000 08;5 4230 -1.9 97'1 00000 | 00000 | 11- |linc |chr | 39| 39 Gencode(http:/iww

2032 24 02 249 o1 40094 | 21580 | 371 |RNA |1 E+ | E+ w.aencode (Er.\es o

25 6 8 11.2 08 | 08 9 genes.

rg/)
non-coding Gene

RB_p 21| 0057 19| 3.7 ENST | ENSG 87 | 87 from

000 355 9.917 154 861 00000 | 00000 | PIK linc ) chr | 06 | 70 Gencode(http://ww

2129 39937 | 17408 | 3R6 | RNA |17 | 04| 99 -

51 23 4| 42 w.gencodegenes.o

99 6 3 0| 4

rg/)
non-coding Gene
RB_p DEFINITION Homo
11.| 13.02 | -1.9| 3.7 Gl:261 . . . from NCBI Refseq

_000 NR_02 IGL | sapiens immunoglobulin

2028 108 | 4187 | 158 | 732 9395 27837 L3P | lambda-like polvpentide 3 NR/XR(http://www.

" 3| 37| 3| 99 4 - enep YPEPHCE S, | b ebi.nim.nih.gov/R
P g efSeq/)

RP -coding G

RB_p I ENST | ENSG | 7 1] 1L ]?rzrr]nco ng L>ene

_000 ' ' 3.7 | 00000 | 00000 linc |chr | 21| 21

6| 8905 | 068 281 - Gencode(http://ww
2008 5 (44973 | 23190 RNA | 9 E+ | E+
96 9 A20 w.gencodegenes.o
46 0 1 08 | 08
A1 rg/)
Alias
=No
n-pr | chr non-coding Gene
RB_p HITOO Not . 14| 14
10. | 12.67 | -1.9| 3.7 HIX01 otein | 6 ¢C from
_000 03212 e=/ . 25| 25 .
771 | 4081 | 025 | 388 66103. codi | ox_ + H-InvDB(http://h-in

2194 35_03. X07 15| 30 . -

o1 49 9 9| 44 4 4 059 ng hap 3| 1 vitational.jp/hinv/a
tran | 2 hg-db/index.jsp)
scrip
t.

non-coding Gene
RB p DEFINITION Homo
8.7 | 10.61 3.7 Gl:388 | KIA _ from NCBI Refseq

_000 -1.9 NR_04 sapiens KIAA1324

2160 108 | 2407 016 362 9773 49023 | A13 (KIAA1324), transcript NR/XR(http://www.

06| 79 77 8 24 _ , ranserip ncbi.nlm.nih.gov/R

08 variant 4, non-coding

efSeq/)
RB p| 56| 7543 |-18| 3.7 XLOC | linc-|long |chr | 93 | 93 non-coding Gene
_000 | 438 | 0318 | 991 3| TCON | _0115 | VP |non- |15 13| 13 from JohnRinn




2073 56 2 8 S_000 | 85 S33 | codi 58 | 99 lincRNA
09 23789 B-2 | ng 01| 33 catalogue(http://w
TCON RNA ww.broadinstitute.
S_000 ,inte org/genome_bio/h
23790 rgen uman_lincrnas/?q=
ic lincRNA_catalog)
REB non-coding Gene
O&f 8.896 | -1.8 | 3.7 NR 02 Gl:262 | MIR | DEFINITION Homo from NCBI Refseq
E 358 7| 3324 | 963 | 226 9 61_1 20622 | 181 | sapiens microRNA 18l1a-2 | NR/XR(http://mwww.
57 04 3| 56 6 A2 | (MIR181A2), microRNA. ncbi.nim.nih.gov/R
efSeq/)
RP -codi
RB_p ENST | ENSG 28 | 28 non-coding Gene
76| 9502 |-18| 3.7 11- _ from
000117 | 8318 | 881 | 015 | 00000 | 00000 | ooy antis chr | O3 1 05 1 50 code(http:/iww
2347 1 04 2| a1 41977 | 23050 120 ense | 10 | 37 | 67 w.gencode epr.1es o
42 7 0 ' 14| 23 9 g '
2 rg/)
non-coding Gene
RB_p ENST | ENSG | AC 1.| 1.
8.8 | 10.78 | -1.8| 3.7 . from
_000 933 | 0949 | 876 | 003 00000 | 00000 | 098 | antis | chr | 93 | 93 N Gencode(http://ww
2390 02 8 5| 15 42898 | 23376 | 617 | ense |2 E+ | E+ W.aencode (Sr.\es o
67 0 6 1 08 | 08 4 genes.
rg/)
non-coding Gene
RB_p DEFINITION Homo
8.2 | 10.10 3.6 Gl:283 | LA _ from NCBI Refseq
_000 -1.8 NR_03 sapiens La
215 | 3287 850 04677 | RP | . . . NR/XR(http://www.
2167 817 3200 ribonucleoprotein domain . .
87 81 92 4 4 . ncbi.nim.nih.gov/R
77 family, member 4 (LARP4),
efSeq/)
Alias
=No
- h -coding G
RB p HITOO Not | "PT € o5 | o5 non-cociing \sene
000 10. | 12.23 | -1.8 | 3.6 03212 HIX01 o=/ otein | 6_d 32 | 32 from
5216 356 | 1521 | 747 | 674 37 02 66423. XE)? codi | bb_ 13| 35| " H-InvDB(http://h-in
90 73 21 9| 93 4 - |4 061 ng hap 5| g vitational.jp/hinv/a
tran |3 hg-db/index.jsp)
scrip
t.
non-coding Gene
RB_p DEFINITION Homo
000 10.| 12.12 | -1.8| 3.6 NR 00 GIl:110 | ZN sapiens zinc finder protein from NCBI Refseq
110 | 253 5171|719 | 601 | S =" | 34977 | F27 272 NE273) ?ranscri \ | NRIXR(http:ww,
26 28 1 8 6 3 . ’ P nchi.nim.nih.gov/R
62 variant
efSeq/)
RB_p 12 114731 18| 36 GI:310 LO | DEFINITION non-coding Gene
_ 000 859 | 1308 | 715 | 593 XR 11 11415 C10 | PREDICTED: Homo from NCBI Refseq
2213 83 59 21 13 2327 1 012 | sapiens uncharacterized NR/XR(http://www.
13 943 | LOC100129434 ncbi.nim.nih.gov/R




4 efSeq/)
RP -codi
RB_p ENST | ENSG 38 | 38 non-coding Gene
8.864 | -1.8| 3.6 11- _ from
0001 2| 9509 | 6ag | 425 | 20000 | 00000 | . ) antis | chr | 25 25 Gencode(http://ww
1998 15 6l 73 53330 | 25498 N15 ense | 8 80 | 92 W.aencode (Sr.\es o
18 1 1 53| 01 9 genes.
3 rg/)
REB AP | DEFINITION Homo non-coding Gene
0&)p 9.7| 11.65|-1.8| 3.6 NR 03 Gl:325 | OC | sapiens APOC4-APOC2 from NCBI Refseq
E 931 887 | 1051 | 623 | 359 29 3—2 65186 | 4-A | readthrough NR/XR(http://www.
09 18 69 3| 53 5 PO | (APOC4-APOC2), ncbi.nim.nih.gov/R
C2 | non-coding RNA. efSeq/)
-coding G
RB_p 72| 9.072|-18| 3.6 ENST | ENSG | RP sens 1L ?r?)rr]nco e
000 14;3 8;025 Sé4 262 00000 | 00000 ) 4-5 e_int chr | 46 46 Gencode(http://ww
2292 19 35 8| 63 46434 ) 22773 | 65E ro_nic 1 B+ Er w.gencode (Srlleso
76 3 3 6.1 08 | 08 4 genes.
rg/)
non-coding Gene
RB_p 25| 0005 | -18| 36 ENST | ENSG | AC 86 | 86 from
000 43.1 ?;970 52.2 165 00000 | 00000 | 034 | linc | chr | 15/ 34 Gencode(http://ww
2274 24 23 5| 61 43704 | 22488 | 187 | RNA | 3 41 | 81 W.aencode (Sr.\es o
43 7 4 2 1| o 9 i
rg/)
RB_p 7.7 9576 |-18| 35 Gl:310 IC_:?O DEFINITION ;zxcﬁglg?;?zs
_000 ' ' ' | XR_10 ' PREDICTED: Homo d
380 | 4843 | 383 | 761 12014 | 050 . . NR/XR(http://www.
2138 92 47 9| 12 8717 4 653 sapiens uncharacterized ncbi.nim.nih.ov/R
06 LOC100506534 m-nin-g
4 efSeq/)
TCON
S_000
- long non-coding Gene
15135 .
non- from JohnRinn
TCON . : .
RB_p linc- | codi 1. 1 lincRNA
000 6.5| 8.3921-18) 3515000 | XLOC KC |n chr | 12| 12 catalogue(http://w
= 545 | 3174 | 377 | 744 | 15136 | 0071 g - g . p
2087 NV | RNA | 8 E+ | E+ ww.broadinstitute.
89 23 3| 68| TCON |82 _ .
13 S 000 1-1 | ,inte 08| 08 org/genome_bio/h
o \RcRNA,cateog]
TCON —catalog
S_000
15489
non-coding Gene
RB p 28l 9715 | 18| 35 ENST | ENSG | BX 1.| 1L from
_000 ' ' ' "~ | 00000 | 00000 | 004 |linc |chr | 44| 44
948 | 1040 | 202 | 315 - Gencode(http://fww
2285 18 09 9 13 44305 | 23556 | 987 | RNA | 1 E+ | E+ w.aencodegenes.o
89 4 6 7 08 | 08 4 genes.

rg/)




-coding G
RE P | - | gq7e| 15| 5| ENST |ENSG |RP 10| 10 ?rz:nco ng L>ene
000 | 596 | 7104 | 188 | 279 | 00000 | 00000 | 13- | linc | chr | 92 | 93 Gencode(http://ww
2109 2 59 al 7 54481 | 25688 | 81N | RNA | 12 19| 00 w.gencode (Sr.\es o
32 5 8 3.2 o1 | 43 9 genes.
rg/)
non-coding Gene
RB_p 69| 8748 18| 35 ENST | ENSG | AC 1. 1. from
_000 3 0'7 1 928 17' alo 45 00000 | 00000 | 093 | antis | chr | 37 | 37 Gencode(http:/iww
2266 37 5 5 9 43843 | 23189 | 391 | ense | 2 E+ | E+ w.gencode (Sr.\es o
41 2 0 2 08 | 08 9 genes.
rg/)
long non-coding Gene
non- from JohnRinn
RB _ codi 73| 73 lincRNA
P 11.| 1368 |-1.8| 35 xLoc | linc- | <0 !
_000 TCON ng chr | 43| 43 catalogue(http://w
871 | 4091 | 128 | 133 0035 | AL N
2324 23 1 6 3 S 000 69 B-3 RNA | 4 54 | 58 ww.broadinstitute.
12 08102 Jinte 79| 79 org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)
0| ool aris| | et [esa [T Pe ] [ 1] 1] | peednacee
000 068 ?;888 "1.8] 3.5 00000 | 00000 463 | d_tr chr | 91191 Gencode(http://ww
2196 o1 1 125 | 125 | 41335 | 23117 17 aﬁsc 1 E+ | E+ W.aencode SI:IGS o
27 6 5 e 08 | 08 9 genes.
2 ript rg/)
-coding G
RB_p ENST | ENSG | AC 1] 1 non-cocing -ene
6.0 7.854|-1.8| 35 . from
_000 00000 | 00000 [074 |linc |chr | 45| 46
443 | 8683 | 104 | 075 Gencode(http://ww
2283 04 83 21 76 59568 | 22667 | 093 | RNA | 2 E+ | E+ w.dencodeqenes.o
78 6 4 1 08 | 08 9 genes.
rg/)
CT -coding G
RB_p 64| 8216 | 18 ENST | ENSG D-3 11| 11 ]:er;co g --ene
_000 ' ' ' 00000 | 00000 antis | chr | 55| 56
093 | 7458 | 073 | 3.5 088 Gencode(http://ww
2097 57295 | 26299 ense |16 | 91| 70
91 58 5 G3. w.gencodegenes.o
66 0 9 15| 30
6 rg/)
LO non-coding Gene
RB_p DEFINITION Homo
000 7.0 | 8.845 18 3.4 NR 03 Gl:295 | C10 sapiens uncharacterized from NCBI Refseq
- 443 | 4900 | 848 iy 84928 | 013 ’ NR/XR(http://www.
2041 011 3651 LOC100132891 . .
94 51 48 4 289 ncbi.nlm.nih.gov/R
18 (LOC100132891),
1 efSeq/)
RP -coding G
RB_p 73|9.125|-1.7| 34 ENST | ENSG 11 Z;Z(; 70 70 ?rz:wco e
_000 ' ' ' “_ | 00000 | 00000 chr | 63| 63
353 | 4134 | 900 | 582 611 | d_tr Gencode(http://fww
2163 55313 | 25781 12 62| 71
9 7 2| 04 E13 | ansc w.gencodegenes.o
80 5 5 _ 68 | 38
2 ript rg/)
RB p| 82| 1001|-1.7| 34 XLOC | linc-|long |chr | 51| 51 non-coding Gene




_000 | 264 | 6111|897 | 574 | TCON | _0117 |CH |non- |16 | 78| 84 from JohnRinn
2203 12 84 29 | S_000 | 22 D9- | codi 87| 74 lincRNA
92 24399 6 ng 05| 68 catalogue(http://w
TCON RNA ww.broadinstitute.
S_000 ,inte org/genome_bio/h
24400 rgen uman_lincrnas/?g=
TCON ic lincRNA_catalog)
S_000
24401
TCON
S_000
24402
TCON
S_000
24403
TCON
S_000
24404
TCON
S_000
24405
non-coding Gene
RB_p 66| 8438 17| 34 ENST | ENSG 97 | 97 from ng
000 ' ' i _ | 00000 | 00000 |RM |linc |chr | 92| 95
- 510 | 7918 | 877 | 527 + Gencode(http://ww
2232 52 53 4l 36 55241 | 25579 | ST |RNA |12 | 41| 44 w.gencodeqenes.o
51 1 4 41| 74 9 g '
rg/)
non-coding Gene
RB_p ENST | ENSG | AP 17| 17 coding -en
6.3| 8.144 | -1.7| 3.4 . from
000 1 2c | 6582 | 871 | 512 | 00000 | 00000 1006 linc - chr | 09 1 101 1500 e http:/iww
2067 52 43 1 5 43653 | 22730 | 285 |RNA |11 | 52| 28 w.gencode epﬁeso
90 9 6 6 6| 6 4 genes.
rg/)
non-coding Gene
RB_p ENST | ENSG 60 | 60
6.7 8491 |-1.7| 34 LIN | from
_000 00000 | 00000 linc |chr | 38| 45
073 | 8530 | 844 | 449 Co00 + Gencode(http://ww
2169 59 96 ol 76 32020 | 18199 301 RNA |11 | 32| 46 w.dencodeqenes.o
53 2 5 23| 22 4 genes.
rg/)
non-coding Gene
RB_p DEFINITION Homo
10.| 12.66 | -1.7 | 3.4 Gl:429 | SE _ from NCBI Refseq
_000 NR_07 sapiens SEC11 homolog A
2132 880 | 2390 | 814 | 377 3518 83687 | Cl1 (S. cerevisiag) (SEC11A) NR/XR(http://www.
92 22 7| 57 9 A . " | ncbi.nlm.nih.gov/R
24 transcript
efSeq/)
RB_p 6.8 8.577 | -1.7| 3.4 | ENST | ENSG | RP antis | chr 60 | 60 non-coding Gene
_000 00'9 4288 | 765 | 260 | 00000 | 00000 | 11- onse | 15 77| 92 | + from
2251 28 3| 09 |55982 | 24553 | 219 13| 28 Gencode(http://ww




10 4 4 B17 76 | 36 w.gencodegenes.o
1 rg/)
RB DEFINITION Homo non-coding Gene
O&Jp 9.1 10.89|-1.7| 34 NR 07 Gl:399 MP | sapiens mitochondrial from NCBI Refseq
Ell 2 228 | 9356 | 765 | 260 30 9—3 56784 c1 fuvate carrier 1 (MPC1) NR/XR(http://www.
28| 92| 3| o9 3 pyruvar | ncbi.nim.nih.gov/R
46 transcript
efSeq/)
RE P | | ooen| 17| ag|ENST |ENSG |RP 1] 1. ?rzrr:wd'ng Gene
000 1 595 | o461 | 628 | 036 | 00000 | 00000 |62 finc jchr | 081 08 | | oo metpmw
2039 | " o | oo |, | 5y | 43601 | 23786 | 4A2 | RNA |X | E+ | E# e Sﬁes ’
40 3 3 3.3 08 | 08 9 genes.
rg/)
RB_p 6.4 | 8216 | -1.7 | 3.3 ENST | ENSG Tlp Z;Z(; 1)L ?rzrr:COding wene
0001 o4 | 7458 | 573 | g0s | 90000 | 00000 | o7 g | | 041 051, | Gencode(httpiiww
2211 51240 | 25157 - 4 E+ | E+ '
47 32 58 1| 82 1 . P16 gnsc 08 | o8 w.gencodegenes.o
.3 ript rg/)
long non-coding Gene
non- from JohnRinn
RB p 54| 7159 17| 33 XLOGC linc- | codi 27 | 28 lincRNA
_ 000 TCON MY | ng chr | 91| 22 catalogue(http://w
093 | 8713 | 504 | 647 _0055 - o
2005 o1 37 3| 06 S 000 79 LK4 | RNA | 6 14 | 14 ww.broadinstitute.
38 12047 -1 Jinte 1] 3 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)
Alias
Not =No
n-pr | chr non-coding Gene
RB p HITOO e= . 34| 34
000 10.| 1192 | -1.7| 3.3 01910 HIX01 CF otein | 6_c 29 | 29 from
El 61 184 | 7407 | 425 | 462 53 05 66088. B/] codi | ox_ 52 | 61 + H-InvDB(http://h-in
88 61 3 2 - |4 ng hap vitational.jp/hinv/a
81 4 001 2| 6 . .
86 tran | 2 hg-db/index.jsp)
scrip
t.
non-coding Gene
RB_p 621 7057117 33 ENST | ENSG | AC 13| 13 from
_000 ' ' ' ~_ | 00000 | 00000 | 005 | antis | chr | 93| 94
191 | 1020 | 379 | 355 - Gencode(http://ww
2230 58973 | 24801 | 329 |ense | 19 | 57 | 87
69 42 3 7 w.gencodegenes.o
66 4 5 T 6 7
rg/)
non-coding Gene
RB_Pp | .\, | 1373|.17| 33| ENST |ENSG |RP 1. 1. from
_000 ' ' ' "~ | 00000 | 00000 |11- |[linc |chr | 32| 32
007 | 9094 | 317 | 212 - Gencode(http://fww
2127 18 9% 5 29 45440 | 23067 | 65J | RNA | 9 E+ | E+ w.aencodegenes.o
31 8 6 33 08 | 08 4 genes.

rg/)




long non-coding Gene
. oo | T ] e
P 76| 9.392|-1.7| 3.3|S_000 | XLOC
_000 ND | ng chr | 50| 71 catalogue(http://w
653 | 3174 | 269 | 103 | 26233 | _0126 N
1995 C80 | RNA | 18 55| 12 ww.broadinstitute.
36 23 8| 45| TCON |09 _ .
33 S 000 -1 ,inte 6| 7 org/genome_bio/h
~ rgen uman_lincrnas/?g=
26235 . .
ic lincRNA_catalog)
RP -codi
RB_p ENST | ENSG 21| 21 non-coding Gene
7.3 9.027 | -1.7| 3.2 11- _ from
000 1 5e3 | 9059 | 195 | o33 | 20000 | 00000 | oy | antis | chr | 69 [ 70 Gencode(http://ww
2393 39 97 21 75 58378 | 26492 512 ense |18 | 36 | 09 w.gencode (Sr.\es o
84 2 4 00 | 67 9 genes.
2 rg/)
non-coding Gene
RB_p ENST | ENSG 87 | 87
000 6.8 8577 1-17) 3.2 00000 | 00000 | PIK |linc |chr | 06 | 70 from
= 579 | 4288 | 194 | 931 Gencode(http://ww
2127 31143 | 17408 | 3R6 | RNA |17 | 05| 99
81 28 5| 03 w.gencodegenes.o
72 4 3 4| 4
rg/)
non-coding Gene
RB_p 69| 8623 -17 ENST | ENSG | RP 55| 55 from
_000 06:8 8.814 16:9 3.2 | 00000 | 00000 |11- |antis |{chr | 35| 35 Gencode(http:/ww
2369 o1 9 9 875 | 43369 | 23320 | 67L |ense |1 34 | 45 w.gencode (Sr.\es o
27 0 3 3.4 04 | 23 9 genes.
rg/)
non-coding Gene
RB_p 20| 8744 17| 32 ENST | ENSG | AC 28 | 28 from
_000 ' ' ' ‘| 00000 | 00000 | 097 | antis | chr | 94| 95
279 | 8338 | 169 | 873 Gencode(http://ww
2090 44450 | 22683 | 724 | ense | 2 53| 89
06 37 3| 56 w.gencodegenes.o
65 1 3 3 05| 75
rg/)
RBP | 75| 0308 |-1.7] 32| ENoT |ENSG 10y el ?r(c))rr:mdmg oo
_000 ' ' ' | 00000 | 00000 antis | chr | 8E | 8E
924 | 3390 | 158 | 849 N-A Gencode(http://ww
2357 58448 | 23729 ense | 2 +0 | +0
57 3 8| 74 S1 w.gencodegenes.o
48 5 8 8| 8
rg/)
RP -coding G
RB_p ENST | ENSG 53| 53 non-cociing \sene
78| 9524 |-17| 3.2 11- | from
_000 00000 | 00000 linc |chr | 42| 42
105 | 5417 | 139 | 806 44F Gencode(http://ww
2101 57134 | 26271 RNA | 16 08 | 29
72 15 7| 24 14. w.gencodegenes.o
83 0 4 55| 97
8 rg/)
long non-coding Gene
RB_p 6618317117 32 XLOC linc- non.- 79| 79 f.rom JohnRinn
_000 TCON ELT | codi | chr | 49 | 49 lincRNA
073 | 4126 | 100 | 717 _0008
2360 S _000 D1- | ng 1 08 | 38 catalogue(http://w
3 14 8| 95 77 N
39 01528 3 RNA 57| 76 ww.broadinstitute.
Jinte org/genome_bio/h




rgen

uman_lincrnas/?q=
lincRNA_catalog)

non-coding Gene

RB_p 8.1]|9820|-1.7| 3.2 ENST | ENSG . 27 2t from
000 1189 | 9766 | 020 | 535 | 00000 | 00000 | MIA jlinc - chr | 05 | 06 Gencode(http://ww
2242 | 70 oo | 4| Tan | 45302 22578 | T | RNA |22 | 35 17 e Sﬁeso
10 3 3 77| 57 'g genes.
rg/)
RP non-coding Gene
RBP | o5l 7004 17 ENST | ENSG | 5 101 10 from "
_000 23'5 (;016 00'4 3.2 | 00000 | 00000 51 linc |chr | 98 | 99 Gencode(http:/ww
2068 62 24 4 5 | 59609 | 22924 M9 RNA |10 | 80| 41 W.aencode (Sr.\eso
08 2 0 ' 09 | 43 9 genes.
1 rg/)
TCON
S_000
07367
TCON
S_000
07416
TCON long non-coding Gene
S 000 non- from JohnRinn
RB 07699 linc- di 1.| 1. lincRNA
P | 55| 7.204 |17 xLoc | 1] e ne
_ 000 235 | 0016 | 004 3.2 | TCON 0038 FR | ng chr | 89 | 9E catalogue(http://w
2119 62 24 4 5| S_000 5 4 Gl- |RNA |4 E+| +0 ww.broadinstitute.
68 07700 10 | ,inte 08| 8 org/genome_bio/h
TCON rgen uman_lincrnas/?g=
S 000 ic lincRNA_catalog)
08380
TCON
S_000
08381
TCON
S_000
08979
LO non-coding Gene
RB_p DEFINITION
11.| 1349 | -16| 3.2 Gl:397 | C10 from NCBI Refseq
_000 XR 15 PREDICTED: Homo
796 | 5917 | 990 | 469 13824 | 050 . . NR/XR(http://mwww.
2106 9412 sapiens uncharacterized _ .
85 47 7| 08 5 690 . ncbi.nim.nih.gov/R
10 LOC100506907, transcript
7 efSeq/)
-coding G
RB P | | o ans| 1| 5, |ENST | ENSG | AC 27 | 27 ?rzrr;co ng ->ene
_000 29'2 3;672 940 35'7 00000 | 00000 | 109 | antis | chr | 56 | 56 Gencode(http:/ww
1999 58985 | 23494 | 828 | ense |2 00 | 46 -
83 4 8| 14 w.gencodegenes.o
58 3 5 A 89| 31

rg/)




RB p

DEFINITION Homo

non-coding Gene

oon | 75| 91904 |-16| 32| o |Gkiee | LN | T - L D from NCBI Refseq
S0 | 038 | 7568|909 | 286 | , - | 25982 | COO no':: roteingco dingRNA NR/XR(http://www.
o 26| 54| 3| 5 8 471 471p g ncbi.nim.nih.gov/R
efSeq/)
LO non-coding Gene
RB DEFINITION
O&)p 65| 8226 | -16| 32|, |GI410 | C10| o from NCBI Refseq
— 301 | 4121|872 | 204 | "0 =" | 17019 | 050 | ' _ NR/XR(http://www.
2008 59 93 5 3 3169 5 201 sapiens uncharacterized ncbi nIr$1 n!oh v(\;\\//v/v;
56 5 |LoC100507018 Seq) 9
= L
RB_p ENST | ENSG C sens 85 | 85 non-coding Gene
78] 9490 | -16| 3.2 D-2 | e ov from
090 1041 | 8508 | 867 | 102 | 900%0 | 90000 |55 | ena |1 | 82| €21 | Gencode(htpiiimw
2126 56709 | 26041 % 116 | 58] 93 -
31 77 2| 39 L18 | ppin w.gencodegenes.o
98 3 7 . 71| 26 o
RP _coding G
RB_P | 648103 |-16] 31| ENor |ENSG o, 34134 ?rz?nco e
000 1 6o | 2878 | 770 | 976 | 00000 00000 | o0 flinc jchr 1981 99 | | o de(http:/iww
2178 | “ | Ta| 5| 54| 56562 | 26112 | 20| RNA |16 | 27| 01 e gﬁeso
39 5 2 1 27 | 67 rg'g genes.
non-coding Gene
RB_p GO | DEFINITION Homo
7.9 9.636 | -1.6 | 3.1 Gl:225 _ . _ from NCBI Refseq
0001 o8 | 6246 | 737 | 903 | NR-02 | 70315 | LG | Sapiens golgin A8 family, |\ o s o nttp:/mmw
2000 96 21 3| 81 7407 5 A8 | member D, pseudogene nebi.nlm n:[; ov/R.
36 DP | (GOLGASDP), rseq 4
RB_P | 69| 1066|-16| 31| Cnor | ENSG AF:F(; 25 25 ?r(c))rr]r;mdmg oene
000 1501 | ‘9770 | 725 | g7g | 00000 | 00000 | g o fantis | chr | 60\ 651 | o ehttpriww
2083 45579 | 21374 ense |20 | 46 | 76 P:
79 89 9 67 14. w.gencodegenes.o
63 1 2 - 94 | 88 o
RB_P 1 10 | 1246 |-16| 31| ENoT | ENSG ?1P il B ?r(c))rr]r;mdmg oene
0001200 | 1005 | 703 | gog | 00000 | 00000 |, \linc johr | SE 5B oo ode(httpiiww
2129 59696 | 26854 RNA |1 | 40| +0 -
76 7 4| 96 L2. w.gencodegenes.o
75 0 4 . 8| 8 o
RBD | 60l 771416/ 31| ENST | ENSG ?1P L)L ?r(c))rr]r;mdmg sene
000 1 43| 2455 | 6og | g1g | 00000 00000 | o0 antis chr | 651 65 | o de(http:/iww
2044 | " SO | T, [ 45710 | 22470 | T ense | 1 | E+ | E¢ e Sﬁeso
05 6 2 ' 08 | 08 9 genes.
2 rg/)
RB_p 92| 1001 31 ENST | ENSG LIN 1. 1 non-coding Gene
000 | oo| oo | L6 | 00000 | 00000 | [ fiinc | chr |09 09| | from
2168 | " 0| oy | 616 | oo | 49458 | 21438 | 1 |RNA |3 | E+ | Ev Gencode(http://ww
00 2 1 08 | 08 w.gencodegenes.o




rg/)

non-coding Gene

RBP | 56| 1034 -1.6] 31| NSt |ENSG JAC 52| 52 from

000 1924 | 4205 | 508 | a0p | 90000 | 00000 1006 flinc jehr | 34 | 34 Gencode(http://ww

2395 87 o1 1l 97 59696 | 26831 | 272 | RNA |19 | 30| 41 w.gencode (Sr.\es o

68 4 6 2 23| 98 9 genes.

rg/)
long non-coding Gene
non- from JohnRinn

RB linc- | codi 93| 93 lincRNA

P | 66| 8312|-16]| 3.1 xLoc | . | !

_000 653 | 8829 | 475 | 330 TCON 0113 MC | ng chr | 91| 91 catalogue(http://w

2269 36 55 5| o5 S_000 g 0 TP2 |RNA |15 | 67 | 94 ww.broadinstitute.

85 23518 -5 ,inte 94 | 57 org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)
long non-coding Gene
non- from JohnRinn

RB linc- | codi 1. 1. lincRNA

P 80| 9647 |-16| 3.1 XLOC
_ 000 TCON LR | ng chr | 28 | 28 catalogue(http://w
056 | 4584 | 418 | 206 _0065 N
2234 S 000 RC |RNA |7 E+ | E+ ww.broadinstitute.
25 26 3| 23 97 . .

00 13948 4-1 | |inte 08| 08 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)

-coding G

RB_p 55| 7004 16| 3.1 ENST | ENSG | GP 94 | 94 ?rzrr]nco 'ng sene

000 8A;9 6016 3§O 14';5 00000 | 00000 | C6- | antis | chr | 80| 84 Gencode(http://ww

2204 43632 | 23652 | AS |ense |13 | 64| 02 -

63 74 4| 83 w.gencodegenes.o

15 9 0 1 46 | 45

rg/)
RP -coding G

RB_p 85| 10.14|-16| 3.1 ENST | ENSG 11 Z;‘;‘; 1) 21 ;er;co e

_000 ' ' ' | 00000 | 00000 chr | 43| 44

077 | 4339 | 365 | 092 181 | d_tr Gencode(http://ww

2142 42096 | 24355 1 60 | 01

95 59 4| 03 G1 | ansc w.gencodegenes.o
85 4 8 . 9] 3
25 |ript rg/)
REB non-coding Gene
OO_Op 6.7 8419 |-16| 3.0 NR 02 Gl:262 MIR DEFINITION Homo from NCBI Refseq

- 879 | 9601 | 320 | 995 - 20549 sapiens microRNA 452 NR/XR(http://www.

2102 9973 452 . . .

85 03 78 6| 48 1 (MIR452), microRNA. ncbi.nlm.nih.gov/R

efSeq/)
CT -coding G

RBP | 51| 076816 30| ENoT |ENSG 5 941 94 ?rz:wco e

_000 ' ' ' | 00000 | 00000 linc |chr | 44| 52

395 | 1843 | 286 | 921 643 Gencode(http://fww

2008 55525 | 25878 RNA |15 | 39| 73

51 25 3| 99 K12 w.gencodegenes.o
59 5 5 29 | 79
2 rg/)
RB p| 72| 8859|-16| 3.0 ENST | ENSG | RP | antis | chr 1.| 1 non-coding Gene
_000 | 336 | 5347 | 259 | 863 | 00000 | 00000 | 11- |ense |12 16 | 16 from




2032 2 86 2| 79 |54972 | 25803 | 493 E+ | E+ Gencode(http://ww
45 5 4 P1. 08 | 08 w.gencodegenes.o
2 rg/)
D =
RB_p ENST |ENsG | © 21| 22 non-coding Gene
71| 8738 |-16| 3.0 KN . from
0001109 | 0022 | 191 | 719 | 20000 | 00000 |0 jantis chr | 991 07 50 o de(http:/iww
2302 41 5 5| a2 58230 | 24049 AS ense | 9 49 | 78 w.gencode (Sr.\es o
22 1 8 00 | 89 9 genes.
1 rg/)
RB DEFINITION Homo non-coding Gene
O&Jp 12.]| 1363 |-1.6 | 3.0 NR 02 Gl:226 sH | sapiens sex from NCBI Refseq
- 018 | 0210 | 113 | 553 iy 37161 P . . NR/XR(http://www.
2222 7463 BG | hormone-binding globulin . .
9 24 1| 01 5 . ncbi.nim.nih.gov/R
60 (SHBG), transcript
efSeq/)
RP -coding G
RB_p 6.3 | 7.968 | -1.6| 3.0 ENST | ENSG 11 Z;‘:; 05/ 65 ?r?)rr]nco e
_000 ' ' ' "~ | 00000 | 00000 chr | 33| 33
575 | 6667 | 111 | 548 856 | d tr - Gencode(http://ww
2390 52 93 1| 78 °6759 | 26023 B14 | ansc 1 L w.gencodegenes.o
63 4 3 _ 30| 44 9 genes.
1 ript rg/)
RB_p 6.5| 8.164 | -1.6| 3.0 ENST | ENSG FA Z;‘:; 161 16 ;Z:COd'ng oere
_000 ' ' ' | 00000 | 00000 chr | 86| 89
545 | 9069 | 103 | 531 M9 |d_tr + Gencode(http://ww
1999 38216 | 20586 11 | 82| 08
89 27 2| 91 9A | ansc w.gencodegenes.o
75 7 6 . 6| 6
ript rg/)
Alias
=No
RB_p Not n—p.r 56 | 56 non-coding Gene
000 11.| 13.48 | -1.6 | 3.0 | HITOO | HIX00 o=/ otein chr | 64 | 64 from
El 96 875 | 4256 | 088 | 501 | 01012 | 21628. D_2 3 codi 16 | 24| 25 + H-InvDB(http://h-in
37 48 9| 73]71.11 |18 ng vitational.jp/hinv/a
80 442 96 | 73 . .
tran hg-db/index.jsp)
scrip
t.
RP -coding G
RBP 1 24l 006216 30| EN>T |ENSG 14, 28 | 28 ?r(c))rr]nco e
_000 ' ' ' ~_ | 00000 | 00000 antis | chr | 05| 05
553 | 0461 | 067 | 455 360 + Gencode(http://ww
2289 41224 | 23050 ense |10 | 05| 67
27 38 2| 84 120. w.gencodegenes.o
28 4 0 17 | 22
2 rg/)
RP -coding G
RB p 95| 1110 | 1.6 ENST | ENSG 11 1.| 1L ;‘rz:qco g --ene
_000 ' ' ' 3.0 | 00000 | 00000 linc |chr | 27 | 28
038 | 9177 | 053 103 + Gencode(http://fww
2168 427 | 52017 | 25342 RNA | 8 E+ | E+
26 7 5 H7. w.gencodegenes.o
02 1 7 08 | 08
1 rg/)
RB p | 55| 7159 |-16| 3.0 | ENST |ENSG |RP |linc |chr 1.| 1 non-coding Gene
000 | 545 | 8713 | 052 | 425 | 00000 | 00000 | 11- | RNA |3 27 | 27 from




2116 89 37 8| 53]46139 |23992 |59J E+ | E+ Gencode(http://ww
78 8 1 16. 08 | 08 w.gencodegenes.o
1 rg/)
non-coding Gene

RB_p 2118794 16| 30 ENST | ENSG | RP 46 | 46 from

000 | 595 | 4158 | 045 | 410 | 00000 | 00000 | 11- | antis | chr | 00 | 01 Gencode(http:/iww

2128 25 66 9| 96 58427 | 26660 | 6N1 |ense |17 | 70| 04 w.gencode (Sr.\es o

06 6 1 7.3 47| 72 9 genes.

rg/)
Alias
Not
ef =No
| n-pr non-coding Gene
RB DL 35| 35
0&)p 7.2 | 8.816|-1.6| 3.0 | HITOO | HIX00 GA otein chr | 15| 15 from
E 218 143 | 9836 | 026 | 370 | 03878 | 15778. P4/ codi 20 | 62| 64 H-InvDB(http://h-in
19 23 6| 37846 19 ng vitational.jp/hinv/a
36 BC tran 73] 58 hg-db/index.jsp)
118 scri ’ o
623 P
t.
proc non-coding Gene

RB_p 8319930 |-15| 3.0 ENST | ENSG | AC esse 301 30 from

000 353 7.373 953 2i6 00000 1 00000 | 005 d_tr chr | 60 61 Gencode(http://ww

2219 9 38 5| 72 58214 | 19629 | 154 aﬁsc 7 11| 27 W.aencode (Sr.\es o

49 5 5 6 |° 77| 16 9 genes.
ript rg/)

RP -coding G

RB_p 99| 1154 |-15| 3.0 ENST | ENSG 11 83 83 ?r?)rr]nco e

000 57.8 96:64 9i8 14‘;3 00000 | 00000 203 finc 1 chr | 42 43 Gencode(http://ww

2097 41557 | 23476 RNA | 6 16 | 25 -

28 36 4| 29 H2. w.gencodegenes.o

50 5 3 9| 4

2 rg/)
long non-coding Gene
non- from JohnRinn

RB linc- di 83| 83 lincRNA

P 1 99| 11.54|-15]| 3.0 xLoc | ¢ | eod nc
_ 000 TCON EE | ng chr | 42| 43 catalogue(http://w
578 | 9664 | 918 | 143 _0055 N
2097 S 000 F1IE | RNA | 6 16 | 25 ww.broadinstitute.
28 36 41 29 99 . .

50 11444 1-1 | ,inte 9| 4 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)

CT -coding G

RB.P | 501 1065 -15| 30| N> [ENSG g, 91 91 ?r(c))rr]nco e

_000 ' ' ' _ | 00000 | 00000 linc |chr | 26 | 27

687 | 5083 | 863 | 027 11F Gencode(http://fww
2331 41524 | 22366 RNA | 7 81| 28
78 45 1| 93 10. w.gencodegenes.o
04 9 5 61 | 27
1 rg/)
RB linc- | lon 91| 91 non-coding Gene
P 90| 1065|-15| 3.0 xLoc | g e

_000 687 | 5083 | 863 | 027 TCON 0065 MG | non- | chr | 26| 27 from JohnRinn

2331 78 45 1] o3 S 000 E 5 C26 | codi |7 81| 28 lincRNA

04 13206 647 | ng 61| 27 catalogue(http://w




-1 RNA ww.broadinstitute.
Jinte org/genome_bio/h
rgen uman_lincrnas/?q=
ic lincRNA_catalog)
non-coding Gene
RB CH | DEFINITION H
—P 1 10, 1240 -15| 3.0 Gl:211 _ omo from NCBI Refseq
_ 000 NR_02 OD | sapiens CHODL antisense
818 | 4742 | 861 | 024 90417 NR/XR(http://www.
2233 4354 L-A | RNA 1 (CHODL-AS1), . .
58 43 6| 92 5 . ncbi.nim.nih.gov/R
93 S1 | non-coding RNA.
efSeq/)
Alias
=No
Not n-pr non-coding Gene
RB =S 23 | 23
O&f 9.1| 10.69 | -1.5| 3.0 | HITOO | HIX00 ZTl otein chr | 80| 80 from
5245 098 | 5663 | 858 | 018 | 03036 | 16703. ICR codi X 38| 43 + H-InvDB(http://h-in
31 3 3 16511 |19 ng vitational.jp/hinv/a
>7 624 tran 82121 hg-db/index.jsp)
470 : g 1P
scrip
t.
long non-coding Gene
linc non- from JohnRinn
RB di 97 | 97 lincRNA
P | 56| 7.257|-15 xLoc | cc | o ne
_ 000 TCON ng chr | 93| 94 catalogue(http://w
724 | 3878 | 849 3 _0095 | DC - N
2116 S 000 RNA | 11 30| 07 ww.broadinstitute.
25 43 6 31 82- | . .
91 19738 5 Jinte 34| 62 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)
long non-coding Gene
non- from JohnRinn
RB linc- | codi 19| 19 lincRNA
P | 6.4 8060|-15 XLOC
_ 000 TCON Clo | ng chr | 65| 66 catalogue(http://w
757 | 6959 | 849 3 _0000 + N
2144 S 000 rfl5 | RNA | 1 80 | 09 ww.broadinstitute.
33 32 6 76 . .
63 00855 1-2 | ,inte 89| 31 org/genome_bio/h
rgen uman_lincrnas/?g=
ic lincRNA_catalog)
EN non-coding
RB ENST | SG | RP1 44
oo_op 7.0| 9.416 | -2.3 | 5.1 00000 | 000 | 140 | ME | eh | 2] 441 | Gene from
= 498 | 7975 | 669 | 584 | NA RN |rl 624 | 4 Gencode(http://
2359 49 28 5 91 41842 ) 002 | 2LL. A E) 1 53 wwr\:v en(codiz
40 6 284 | 11 15 enes'gr ) g
26 019
RB XL | linc- || 44 -codi
P 70| 9416 |-23] 51 e 11 ey 441 | | MON-coding
_000 TCON | OC | TME | g 16 Gene from
498 | 7975 | 669 | 584 | NA rl 624 | H :
2359 49 28 5| o1 S 000 | _00 | M72 | non 0 11 53 JohnRinn
40 17820 | 847 | -5 -Co 15 lincRNA




0 din catalogue(http://
g www.broadinstit
RN ute.org/genome
Ajin _bio/human_linc
terg rnas/?g=lincRN
eni A_catalog)
c
EN non-coding
RB ENST | SG .
O&)p 6.4 | 8.816 | -2.3 5.1 00000 | 000 CLY |anti |ch | 1E 1E Gene from
- 594 | 9836 | 575 | __ | NA BL- |sen |rl1 | +0 -| Gencode(http://
2204 25 43012 | 002 +08
32 23 5 AS2 |se |3 8 www.gencodeg
34 > 276 enes.org/)
59 19
DEFINITION
PREDICTED
RB Gl: | LOC | :Homo non-coding Gene from
P 89| 11.28|-23| 5.1 . "9
_000 307 | 5546 | 548 | 152 | NA XR_15 | 410 | 100 | sapiens NCBI Refseq
2312 37 71 1| 66 9474 170 | 996 | uncharacteriz | NR/XR(http://www.ncbi.nl
27 154 | 298 | ed m.nih.gov/RefSeq/)
LOC1009962
98
TCON lon non-codin
S_000 g g
Gene from
06556 non .
JohnRinn
TCON | XL | .. -CO .
RB_p linc- _ 96 lincRNA
13.]| 1541 |-23| 5.1 S 000 | OC din 963
_000 DHF ch | 33 catalogue(http://
2069 0581 1279 530 ) 089 | NA 07196 1 _00 RL1 g r3 | 59 3701 - www.broadinstit
15 25 26 3| 75 TCON | 318 4 RN 08 60 ute o;r Joenome
S 000 |1 A,in 3 99 .
bio/human_linc
07197 terg mas/?q=lincRN
TCON eni A cat.a?l(; :
S_000 c -cataiog
07198
DEFINITION
Homo
RB Gl: . non-coding Gene from
P 1 13 | 1573 5.0 MIR | sapiens g
_000 -2.3 NR_O | 269 , NCBI Refseq
386 | 3836 894 | NA 127 | microRNA :
2108 475 31675 | 847 NR/XR(http://www.ncbi.nl
87 33 25 23 380 3A 1273a m.nih.gov/RefSeq/)
(MIR12734), | "9 a
microRNA.
RB p| 73| 9.675|-23| 5.0 NR 0 Gl: | RNA | DEFINITION | non-coding Gene from
_000 | 353 | 0749 | 396 | 619 | NA 032_87 225 | 28S | Homo NCBI Refseq
2106 9 2 8 2 637 | 5 sapiens NR/XR(http://www.ncbi.nl




92 499 RNA, 28S m.nih.gov/RefSeq/)
ribosomal 5
(RNA28S5),
ribosomal
RNA.
EN non-coding
RB ENST | SG . 47
O&)p 6.1| 8475|-23| 5.0 00000 | 000 RP1 | linc | ch 32 473 Gene from
5347 395 | 7334 | 361 | 496 | NA 50295 | 001 -62 | RN |rl 56 300 | + Gencode(http://
51 31 8| 45 093 | A 7 56 . d
75 1 273 17 www.gencodeg
69 enes.org/)
Alia
S=
No non-codin
RB HIX | Note | n-p 96 Gene frorr?j
O&JD 13.| 1554 | -2.3| 5.0 HITOO | 003 | =/C | rote ch | 33 963 H-InvDB (http://h
5395 218 | 9649 | 314 | 331 | NA 02730 | 118 | R59 |in 3 | 63 370 | - invitational p hi
18 32 6 6 64.11 | 3.1 | 386 | cod 00 .'Jp
70 . 66 nv/ahg-db/index
3 9 ing isp)
tran ISP
scri
pt.
EN sen non-coding
RBP | 59l g262|-23] 50 ENST | SG | RP4 | se_ L1 15| | Gene from
000 1507 | ooag | 313 | 327 | Na | 00000 | 000 -884 fove feh | SE |0 ) o odeqhttp:
2045 56394 | 002 | D14. |rlap | r7 | +0 (hitp:
48 37 45 6| 87 5 613 | 7 in 8 08 www.gencodeg
05 S enes.org/)
EN pro .
RB_p ENST | SG | RP1 | ces 1 non-coding
- 6.9 9.251|-23| 5.0 ‘| 1.3 Gene from
_000 00000 | 000 | 1-93 |sed |ch | 31
2963 248 | 4824 | 266 | 164 | NA 44134 | 002 | 312 ra | r3 | E+ 1E | -| Gencode(http://
26 13 11 7| 61 5 506 | 4 ' Esc 08 +08 www.gencodeg
. enes.o
08 ript nes.org/)
DEFINITION
Homo
sapiens .
RB Gl: non-coding Gene from
P 10| 1311 5.0 APO | apolipoprotei ng SEne Ir
_000 -2.3 NR_O | 257 NCBI Refseq
790 | 5450 110 | NA C1P | nC-l :
2303 251 28412 | 470 NR/XR(http://www.ncbi.nl
35 12 11 1 pseudogene .
05 990 1 m.nih.gov/RefSeq/)
(APOCL1P1),
transcript
RB p | 85| 10.84|-23| 49| NA NR O | Gl: | LOC | DEFINITION | non-coding Gene from




_000 | 255 | 1564 | 160 | 796 03602 | 392 | 541 | Homo NCBI Refseq
2065 21 35 4| 47 871 | 473 | sapiens NR/XR(http://www.ncbi.nl
27 547 FK506 m.nih.gov/RefSeq/)
binding
protein 6,
36kDa
pseudogene
(LOC541473
),
DEFINITION
Homo .
R:&)p 11.| 13.35 | -2.3 | 4.9 R o f;s LOC | sapiens L?ch;j;?gejene from
- 047 | 3077 | 057 | 443 | NA iy 220 | succinate :
2202 29 89 s| s9 03266 | 539 729 | dehydrogena NR/XR(http://www.ncbi.nl
83 381 m.nih.gov/RefSeq/)
se complex,
subunit A,
DEFINITION
PREDICTED
RB_p 63| 8649 | 23| 49 Gl: | LOC :quo non-coding Gene from
_000 487 | 2561 | 005 | 263 | NA XR_17 | 410 | 100 | sapiens NCBI Refseq
2164 28 78 3 3 1526 172 | 130 | uncharacteriz | NR/XR(http://www.ncbi.nl
80 001 | 172 |ed m.nih.gov/RefSeq/)
LOC1001301
72
EN non-coding
RB_P | 9911223 22| 49 ENST 156 | RPL o L1121 | Gene from
000 388 | 8106 | 992 | 220 | NA 00000 | 000\ 1-10 RN ch | 27 8E | + Gencode(http://
2168 44 14 6| 58 S2017 1 002 | SH7. A 8 E +08 www.gencodeg
02 1 534 |1 08 enes.org)
27
EN pro .
RB_p ENST | SG | RP1 | ces 96 non-coding
- 10. | 13.07 | -2.2 | 4.9 ch 962 Gene from
000 1 20c | 9401 | 039 | 039 |na | 00000 | 000153 ysed | (1251 o0l | s code(http://
2133 45 45 5| 66 55189 | 002 | 6G4. | _tra 5 20 76 www.gencodeg
24 3 583 | 2 nsc 14 enes.org)
43 ript
EN non-coding
RBP 1 69| 9208|222 ENST ) 5G| RPL T 5| 589 | | Gene from
000 483 | 8186 | 804 4.8 NA 00000 | 000\ 1-14 sen ch |8l 563 | + Gencode(http://
2297 67 9 5 583 46370 | 002 | 7N1 ce r3 | 01 86 www.gencodeg
42 3 424 | 7.1 96 enes.org)
28
RB p| 89| 11.20|-22| 438 NA XR_ 17 | GI: | LOC | DEFINITION | non-coding Gene from
_000 | 410 | 8843 | 678 | 158 1621 | 410 | 100 | PREDICTED | NCBI Refseq




2251 48 99 7 172 | 996 | :Homo NR/XR(http://www.ncbi.nl
34 130 | 298 | sapiens m.nih.gov/RefSeq/)
uncharacteriz
ed
LOC1009962
98
EN
RB ENST |SG | RP1 35 non-coding
P 75| 9.766 | -2.2 | 4.6 anti | ch 357 Gene from
~ 000 00000 | 000 | 1-37 76
2262 545 | 5289 | 119 | 329 | NA 59036 | 002 | 8E1 sen | rl 80 686 Gencode(http://
89 09 41 79 7 81 . d
54 4 676 |34 |°° 22 waw.gencodeg
13 enes.org/)
EN
RB ENST | SG | CTD 23 non-coding
OO_Op 6.7 8930 |-2.2| 4.6 00000 | 000 | -229 linc | ch 25 232 Gene from
5182 279 | 7373 | 028 | 037 | NA 60089 | 002 | 101 RN |rl 12 542 Gencode(http://
2 38 2 74 A 9 44 . d
85 6 695 | 0.3 74 WAW.QBNCcoaey
43 enes.org/)
EN
RB ENST | SG | RP1 73 non-coding
o&)p 9.4| 11.64 | 2.1| 45 00000 | 000 | 1. | @ eh | o2 739 | | Gene from
5079 429 | 2277 | 993 | 926 | NA 58734 | 002 | 2F3 sen | rl 99 412 Gencode(http://
43 38 3| 72 “|lse |7 23 .gencode
76 8 676 | 13 12 www.g g
15 enes.org/)
EN
RB ENST | SG 92 non-coding
oo_op 72| 9.408 | 2.1| 45 00000 | 000 | LN | e fen | 2] 921 | | Gene from
5099 143 | 3297 | 940 | 757 | NA 39910 | 002 C00 |RN (r1 13 767 Gencode(http://
1 .
15 9 41 1| 58 4 148 612 | A 2 3 2 www.gencodeg
51 enes.org/)
EN
RB ENST | SG | CTD 82 non-coding
P 1 92| 1140|211 45 linc 820 | | Gene from
0001 557 | 8064 | 852 | 481 | NA 00000 | 000 | -221 | o\ i ch [ 061 o)) Gencode(http:/
2238 95 32 . 17 50950 | 002 | 8K1 A r5 | 12 50 W encodz
20 6 491 [ 1.2 22 9 g
00 enes.org/)
Alia
s= non-coding
RB_P 1 24 9619 |-21] 45 eHiTo | HX No 1 oh | 76 767 | | ®Cnefrom
000 ' ' ' ' 021 | Note | n-p 73 H-InvDB(http://h
470 | 3029 | 722 | 071 | NA 00008 ri 388 C .
2340 83 55 2| 63 305.2 263 | =/ rote 3 72 03 -invitational.jp/hi
55 ' 9.2 in 54 nv/ahg-db/index
cod Jsp)
ing




pt.
lon .
non-coding
g Gene from
non .
. JohnRinn
RB XL - line- | -co 1 lincRNA
P 8.3 | 10.51 4.4 OC | CTT |din 11
_ 000 465 | 4714 2.1 946 | NA TCON 00 | NBP ch | 13 3E catalogue(http://
2145 682 S 000 |~ g rl | E+ www.broadinstit
14 05 24 034 | 2NL- | RN +08
72 01103 . 08 ute.org/genome
6 1 Ajin . .
tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
Alia
S=
No non-codin
RB HIX Note P Gene frorr?j
o&)p 13. | 1561 | 2.1 | 4.4 HIT00 1008 | Z0 " rote | oo | | oo
- 454 | 8098 | 636 | 805 | NA 03259 | 029 | _ in o p .
2012 43 68 2| a5 86.10 | 5.1 717 cod rM | 92 3 -invitational.jp/hi
64 ' ' 4 . nv/ahg-db/index
0 ing isp)
tran ISP
scri
pt.
EN pro .
RB_p ENST | SG ces 96 non-coding
00_0 6.2 8438 |-21| 4.4 00000 | 000 ACO ced | ch | 87 969 Gene from
- 946 | 7918 | 441 | 203 | NA 123 083 Gencode(http://
2144 21 53 7| 82 44681 ) 002 07.3 tra|rz | 4l 32 www.gencode
84 6 046 | - | nsc 53 enes'gr ) g
85 ript org
Alia
S=
No non-codin
HIX | Note | n-p g
RB_p 1. Gene from
12.| 1484 | -2.1| 4.4 HITOO | 001 | =AP | rote | ch 11
_000 , 17 H-InvDB(http://h
710 | 9453 | 385 | 031 | NA 03208 | 015 | OC3 |in ri 7E o o
2373 E+ -invitational.jp/hi
91 97 4| 62 45.12 |7.1 |/VO1 |[cod |1 +08 .
86 . 08 nv/ahg-db/index
6 513 |ing isp)
tran 5P
Scri
pt.
RB p| 76| 9.732|-21]| 43 NA ENST |EN |RP1 |linc {ch | 61| 615 non-coding
_000 | 036 | 1674 | 285 | 727 00000 | SG [1-91 |RN [r8 | 57| 770 Gene from




2342 26 26 4| 51 37338 | 000 |120. | A 33| 89 Gencode(http://
05 4 002 |1 78 www.gencodeg
552 enes.org/)
89
TCON lon non-coding
S 000 g
Gene from
25163 non JohnRinn
RB p TCON I XL | ine. | 7€° 27 lincRNA
0&) 95| 11.69 21 4.3 S 000 | OC PIP din | ch 33 273 catalogue(http://
5134 689 | 3704 248 614 1 NA 25164 1 01 OX- g rl 97 437 www.broadinstit
92 06 74 22 TCON | 216 1 RN |7 98 31 te.org/genome
S 000 |0 A,in . .
_bio/human_linc
25343 terg rnas/?g=lincRN
TCON eni A_catalog)
S 000 c -
25344
EN non-coding
RB_p ENST | SG | RP4 . 25
000 95| 1165|-2.1| 4.3 00000 | 000 | -694 anti | ch 50 256 Gene from
2083 313 | 5642 | 242 | 597 | NA 45579 | 002 | B14. sen | r2 46 576 Gencode(http://
63 81 52 6| 97 1 137 | 5 se |0 94 88 \(/evr\]/\;v;/zgtra;/;:odeg
42
EN pro .
RB p ENST | SG | RP1 | ces 36 non-coding
- 10.| 1260 | -2.1| 4.3 360 Gene from
-000 482 | 4089 | 212 | 508 | NA 00000 1000 | 1-39 | sed | ch | 00 476 Gencode(http://
2172 81 86 8| o4 51303 | 002 |9D2. | tra|r4 | 82 56 www.gencodeg
08 2 511 |1 nsc 44 enes.org))
60 ript
EN non-coding
RB_p 6.7 | 8.848 4.3 ENST 1 5G| RP1 anti 34 340 Gene from
~000 279 | 6229 21 490 | NA 00000 ) 000 | 1-53 sen ch | 08 966 Gencode(http://
2045 5 4 207 57 42605 | 002 | 7H1 ce r9 | 96 26 www.gencodeg
37 8 283 | 5.3 40 enes.org))
52
EN non-coding
RBD | ol gos| 2| az| | ENSTSSIRPL I 8 g Gene fom
2212 422 253; 022 9‘11; NA 143718 | 002 | 4D1 iN 9 | 46 912 mZZi(C':;ZZ
82 1 339 | 7.1 27 enes.org))
26
RB p| 7.2| 9302 |-20]| 4.2 ENST | EN | ACO | anti ch 28 | 289 non-coding
000 | 143 | 6389 | 883 | 525 | NA 00000 | SG | 977 | sen I’ 94 | 589 Gene from
2090 19 24 2| 25 44450 | 000 | 24.3 | se 53| 75 Gencode(http://




65 1 002 05 www.gencodeg
268 enes.org/)
33
DEFINITION
Homo
RB Gl: -coding G f
P 12.| 1443 | -2.0| 4.2 MIR | sapiens non-coding ->ene from
_ 000 NR_O | 337 . NCBI Refseq
356 | 4400 | 783 | 232 | NA 465 | microRNA :
2130 04 18 6| 71 39802 | 756 3 4658 NR/XR(http://www.ncbi.nl
40 606 .nih.gov/RefSeq/
(MIR4658), m.nih.gov/RefSeq/)
microRNA.
DEFINITION
Homo
RB p Gl: . non-coding Gene from
- 10. | 12.67 | -2.0 | 4.2 sapiens
000 1 coo | o766 | 783 | 231 |na | NR-0 221 DET dep;tiolated NCBI Refseq
2128 26645 | 136 |1 NR/XR(http://www.ncbi.nl
46 88 1| 22 homolog 1 .
54 823 . . m.nih.gov/RefSeq/)
(Arabidopsis)
(DET1),
Alia
S=
No .
- non-coding
RB_p 11. | 13.37 | -2.0| 4.1 eHITO HIX rofe 2 2.1 Gene from
_000 ' ' ' ' 020 | Note | . ch | 14 ’ H-InvDB(http://h
309 | 5616 | 658 | 868 | NA 00015 in 4E o o
2365 76 45 6| 23 395.2 399 | =/ cod r2 | E+ +08 -invitational.jp/hi
71 ' 6.2 . 08 nv/ahg-db/index
ing isp)
tran ISP
scri
pt.
EN non-coding
RB ENST | SG | RP1 86
P 1 10| 1254 4.1 anti 864 | | Gene from
0001 1e1 | 6894 | 22| 860 | NA 00000 | 000 | 1-57) [ 1 ch | 44| (o0 Gencode(http:/
2085 29 46 656 29 45801 | 002 | 5L7. ce r9 | 45 02 WLGENCO dIZ
73 6 268 | 2 70 enes'gr ) g
77 org
lon non-coding
g Gene from
XL non JohnRinn
RB - 63 lincRNA
P 1 62| 832120/ 41 oc |linc- | 2 | ¢h 630 | | ¢
_000 TCON din 01 catalogue(http://
667 | 9280 | 551 | 558 | NA _00 | CD9 rl 750 .
2162 S _000 g 56 www.broadinstit
87 95 4| 44 963 | -1 2 5
49 20230 1 RN 2 ute.org/genome
A,in _bio/human_linc
terg rnas/?g=lincRN
eni A_catalog)




c

DEFINITION

PREDICTED
: Homo
RB Gl: non-coding Gene from
0&)'0 7.3 9.408 | -2.0| 4.1 R 11 | 310 | LOC | sapiens e Refsge
- 619 | 3297 | 463 | 306 | NA ~ 283 | uncharacteriz d i
2180 44 41 9| o9 0237 123 588 | ed NR/XR(http://www.ncbi.nl
32 145 m.nih.gov/RefSeq/
LOC283588 g a)
(LOC283588
)
lon .
non-coding
g Gene from
non JohnRinn
RB TCON | XL 0 55 lincRNA
O&)p 6.5| 8588 |-20| 4.1 S 000 | OC |linc- |din |ch 84 558 catalogue(http://
5061 468 | 7146 | 418 | 176 | NA 28452 | 01 |BMP |g r2 95 694 | - wwwt?roa dinzt.it
17 94 36 2| 47 TCON | 381 | 7-1 RN | O 36 40 Ute o'r Joenome
S 000 |2 A,in - 9’9 ,
28710 tor _bio/human_linc
enig rnas/?g=lincRN
A_catalog)
c
lon .
non-coding
gon Gene from
XL o JohnRinn
RB_p linc- _ 37 lincRNA
6.1| 8.172|-20| 4.0 oC din 374
_000 TCON ZFA ch | 46 catalogue(http://
2332 395 42751 328 921 1 NA S 000 00 ND3 g 6 | 82 702 4 www.broadinstit
51 09 8| 99 - 527 RN 10 '
75 11801 -3 . 56 ute.org/genome
7 A,in . .
ter _bio/human_linc
enig rnas/?g=lincRN
. A_catalog)
EN pro .
RB_p ENST | SG | RP1 | ces 39 non-coding
- 9.9 | 11.96 4.0 400 Gene from
—000 314 | 3979 2.0 911 | NA 00000 | 000 | 1-69 ) sed | ch | 98 074 | -| Gencode(http:/
2273 26 29 325 42 45015 | 001 |E11. | tra|rl | 79 32 . encodF;
53 7 821 |4 |nsc 51 enes'gr ) g
09 ript org
EN sen non-coding
RB ENST | SG | RP1 89
P 9.4 | 11.47 4.0 se_|ch 890 Gene from
0001 a1 | 4710 | 20| 744 | NA 00000 1000 | 1-83 ., 7|y | 001 oy Gencode(http:/
2008 16 95 266 45 56198 | 002 | OF9. oni | 6 31 64 - encodF;
20 0 612 | 7 86 9 g
26 c enes.org/)




DEFINITION
Homo

RB I: [ -codi f
_p 6918921 20| 4.0 G co1 sapiens non-coding Gene from
_000 008 | 8409 | 209 | 585 | NA NR_O | 219 orfa chromosome | NCBI Refseq
2186 67 37 21 77 24623 | 277 9 21 open NR/XR(http://www.ncbi.nl
97 616 reading m.nih.gov/RefSeq/)
frame 49
(C210rf49),
lon .
non-coding
2on Gene from
XL co JohnRinn
RB linc-I 2. lincRNA
P | 668689 |-20| 40 oc din 2.3
_ 000 TCON RF2 ch | 35 catalogue(http://
2065 7241 9979 | 1751 490 | NA S 000 00 BP2 g ri | E+ SE www.broadinstit
25 71 7 2 - 126 RN +08 '
71 01880 -4 . 08 ute.org/genome
3 Ajin . .
tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
EN non-codin
RB_p 6.8 | 8.836 4.0 ENST | SG linc | ch 27 270 Gene frorr?j
_000 ' ' -2.0 ' 00000 | 000 | MIA 05
2000 265 | 0503 095 264 | NA 41923 | 002 | T RN |r2 35 620 Gencode(http://
48 55 32 A 2 02 . d
68 7 257 52 waw.gencodeg
83 enes.org/)
EN pro .
RB_p ENST | SG | RP4 | ces 93 non-coding
iy 6.4| 8483 |-20| 4.0 937 Gene from
_000 00000 | 000 | -717 |sed |ch | 73
297 757 | 8157 | 080 | 224 | NA 42652 | 002 | 123 walr1 | o2 924 | -| Gencode(http:/
o7 33 77 8| 72 3 237 | 3 ’ ;sc o1 74 www.gencodeg
. enes.o
45 ript nes.org/)
DEFINITION
Homo
RB Gl: . non-coding Gene from
P 1 11| 1381 ] -2.0| 40 MIR | sapiens ng ene tr
_000 NR_O | 337 . NCBI Refseq
808 | 4532 | 061 | 171 | NA 448 | microRNA :
2390 36 4 21 s 39705 | 757 5 4485 NR/XR(http://www.ncbi.nl
26 007 m.nih.gov/RefSeq/
(MIR4485), n-gov a
microRNA.
XL lon non-coding
RB TCON 99 Gene from
oo_op 6.7| 8722 |-1.9] 3.9 s oop | OC |linc: gon i log 900 |0
= 279 | 8075 | 948 | 858 | NA — 00 | CHD 936
2386 09735 |~ -co |5 | 97 lincRNA
2 31 9| 49 493 | 1-1 ) 74
98 TCON 9 din 91 catalogue(http://
S 000 g www.broadinstit




09736 RN ute.org/genome
Ajin _bio/human_linc
terg rnas/?g=lincRN
eni A_catalog)
c
EN non-coding
RB ENST | SG | CTD ) 28
P 85| 1059 |-19| 3.9 anti | ch 286 Gene from
000 00000 | 000 | -306 65
2956 999 | 1522 | 916 | 768 | NA 57488 | 002 | oP2 sen | rl 54 918 Gencode(http://
84 13 35 1| 04 5 628 | 1.1 se 7 1 9 \(/evr\]/\;v;/.g(ran/;:odeg
84 -ord
DEFINITION
Homo
RB Gl: non-coding Gene from
o&)p 78| 9.882|-1.9| 3.9 \R 0 | 260 | MIR | sapiens e Refge
- 948 | 6430 | 878 | 663 | NA - 19B | microRNA d )
2281 18 49 3| 87 29490 | 205 1 10b-1 NR/XR(http://www.ncbi.nl
93 644 m.nih.gov/RefSeq/
(MIR19B1), g a
microRNA.
EN non-coding
RB ENST | SG | RP1 1.

O&)p 7519548 |-19| 3.9 00000 | 000 | 1-71 linc | ch 34 1.3 Gene from
5316 622 | 8219 | 865 | 629 | NA 53309 | 002 | 3P1 RN |r1 Es 4E Gencode(http://
42 A 1 + ;

82 08| 8 63 1 042 | 7.3 0g | TO8 m gren/‘)mdeg
41 09
EN non-coding
RB ENST | SG | RP1 1.
P | 10.| 1212 | -1.9]| 3.9 linc 1.0| | Gene from
_000 00000 | 000 | 1-31 ch | 04
147 | 9121 | 819 | 501 | NA RN 4E Gencode(http://
2280 5 99 2| 76 52138 | 002 | 8M2 A r8 | E+ +08 ww.gencode
02 3 470 | 2 08 enes'gr ) g
81 org
EN non-coding
RB ENST | SG | RP1 1.
oo_op 61| 8157 |-1.9| 3.9 00000 | 000 | 1.1 |ME fen | 0| 13| | Gene from
- 7 4 774 7 NA RN 1 E+ http:
s | 8| 7T s o e ||| | Cerntetun
44 6 757 | 2.1 8 enes'gr ) g
73 org
EN non-coding
RB ENST | SG 16
oo_op 77| 9726 |-19| 3.9 00000 | 000 | ACO | 1inc | | | 162 | Gene from
5244 548 | 2181 | 713 | 212 | NA 42241 | 002 101 | RN o | 71 030 Gencode(http://
454 | A 7 .
73 88 59 3| 96 5 267 5 70 0 \(/avr\:\(/av;/ g:zn/;:odeg
64 -0rd
RB p| 77| 9726 |-19| 3.9 NA XL |linc- |lon |ch | 16 | 162 non-coding
000 | 548 | 2181 | 713 | 212 TCON | OC [ NBA |g r2 | 13| 030 Gene from




2244 88 59 3| 96 S 000 | _00 | S-2 | non 71| 07 JohnRinn
73 03212 | 199 -Co 70 lincRNA
8 din catalogue(http://
g www.broadinstit
RN ute.org/genome
Ajin _bio/human_linc
terg rnas/?g=lincRN
eni A_catalog)
c
Alia
S=
No .
Note | n-p non-coding
RB HIX 1. G f
O&)p 9.1 11.13|-19| 3.9 HITOO 009 =/D |rote ch | 82 1.8 Hel:\(jDrg(rEtt Jh
- 623 | 3302 | 709 | 201 | NA 03931 Q66 |in 2B |- . . p .
2007 o1 79 1| 57 88.5 418 837 | cod r2 | E+ +08 -invitational.jp/hi
91 ' 9.5 8 ing 08 nv/ahg-db/index
tran 1sp)
scri
pt.
Alia
S=
No non-codin
RB HIX | Note | n-p 79 Gene frorr?j
P 13.| 15.04 | -1.9| 3.9 HITOO | 003 | =/C | rote 799
_ 000 . ch | 94 H-InvDB(http://h
074 | 1167 | 666 | 087 | NA 02715 | 209 | R59 |in 478 | -| . . .
2145 48 16 9| 06 8813 |01 |239 | cod 5 | 72 65 -invitational.jp/hi
32 ' ' . 41 nv/ahg-db/index
4 3 ing isp)
tran 5P
scri
pt.
DEFINITION
Homo
RB Gl: sapiens TAR | non-coding Gene from
P | 89| 1090|-19]| 38 Loc | Sapiens & J
_ 000 NR_O0 | 223 DNA binding | NCBI Refseq
556 | 9705 | 540 | 746 | NA 643 . :
2346 26923 | 941 protein NR/XR(http://www.ncbi.nl
5 61 6| 22 387 ,
73 907 pseudogene | m.nih.gov/RefSeq/)
(LOC643387
)s
EN -codi
RB_p ENST . 43 non-cocing
OO_O 6.5| 8497 |-19| 3.8 00000 SG | RP1 | linc ch | 34 433 Gene from
5270 468 | 8518 | 509 | 663 | NA 50835 000 | 1-1E | RN 4 | 48 476 | + Gencode(http://
15 94 37 6 1 5 002 | 6.1 A 13 15 www.gencodeg
506 enes.org/)




57
EN non-coding
RB ENST RP1 4
O&)p 6.7 8741 |-19| 3.8 OOOSOO (?(()30 1-15 linc | ch 02 450 Gene from
5228 944 | 4669 | 470 | 558 | NA 56512 | 002 | 7P2 RN |rl 75 847 | + Gencode(http://
16 86 5| 56 A 8 54 . d
65 7 613 | 3.2 42 www-gencodeg
07 enes.org/)
lon .
non-coding
2on Gene from
XL co JohnRinn
RB 73 lincRNA
0&)'0 13. | 15.22 | -1.9 | 3.8 rcon | OC |tne- | din || % 734 :;falo -
- 274 | 0548 | 455 | 519 | NA _00 |ALB | g 358 | H g .p..
2324 S 000 r4 | 54 www.broadinstit
96 38 9| 47 356 | -3 RN 79
12 08102 . 79 ute.org/genome
9 Ajin . .
tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
DEFINITION
Homo
RB p 10.| 12441 19| 338 Gl: sapiens zinc | non-coding Gene from
000 ' ' I ' NR_O | 110 | ZNF |fi tein | NCBI Ref
- 505 | 8890 | 435 | 465 | NA — 'NGEr protein e1seq .
2110 32 63 sl 77 03099 | 349 | 273 | 273 NR/XR(http://www.ncbi.nl
62 776 (ZNF273), m.nih.gov/RefSeq/)
transcript
variant
DEFINITION
PREDICTED
RB_p 63| 8252 19| 38 Gl: | LOC | :Homo non-coding Gene from
000 ' ' ' ' XR_17 | 410 | 100 | sapiens NCBI Refseq
128 | 6654 | 397 | 364 | NA . :
2196 83 32 s| 78 1287 171 | 505 | uncharacteriz | NR/XR(http://www.ncbi.nl
13 620 | 774 | ed m.nih.gov/RefSeq/)
LOC1005057
74
DEFINITION
Homo
sapiens
RB_p 01l 11101 19| 38 Gl: | STX | STXBP5 non-coding Gene from
000 ' ' ' ) NR_O | 300 | BP5 | antisense NCBI Refseq
674 | 6562 | 391 | 347 | NA :
2319 18 94 4l 83 34115 | 796 | -AS | RNA1 NR/XR(http://www.ncbi.nl
67 161 |1 (STXBP5-AS | m.nih.gov/RefSeq/)
1),
non-coding

RNA.




lon .
non-coding
g Gene from
non .
XL co JohnRinn
RB linc- 1. lincRNA
P11 1204 |19 37 oc | ™ |din | ch 13| | "¢
_ 000 021 | 7501 | 259 | 997 | NA TCON 00 MG 1 3E s catalogue(http://
2124 S 000 |~ MT- g +0 www.broadinstit
67 28 2| 84 866 RN | O 08
04 17722 4 . 8 ute.org/genome
2 Ajin . .
tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
DEFINITION
PREDICTED
RB I | L :H -codi f
P 28l 9726 | -1.9| 3.7 G ocC qmo non-coding Gene from
_000 041 | 2181 | 220 | 897 | NA XR_10 | 310 | 100 | sapiens NCBI Refseq
2232 31 59 9! 09 9864 118 | 505 | uncharacteriz | NR/XR(http://www.ncbi.nl
54 501 | 887 |ed m.nih.gov/RefSeq/)
LOC1005058
87, transcript
Alia
S=
No .
n-p non-coding
RB HITOO | HIX | Not 28 G f
O&)p 12.114.48 | -1.9 3.7 00668 | 017 -/(,)D\Ii rote | ch 83 288 Hel:\e/DrI;)(rEtt :/h
= 567 | 5231 | 172 | 770 | NA R in rl 402 o p .
2323 96 83 s| oo 19 04. | 282 | 085 cod | 5 98 49 -invitational.jp/hi
05 4 6.4 |940 |. 37 nv/ahg-db/index
ing isp)
tran 5P
scri
pt.
lon .
non-coding
g Gene from
non .
JohnRinn
XL -Co .
RB_p . . 10 lincRNA
000 6.3| 8228 |-19| 3.7 TCON OC | linc- |din |ch 29 102 catalogue(http://
= 128 | 8186 | 159 | 735 | NA _01 |PAK | g r2 993 g .p..
2115 S 000 85 www.broadinstit
83 9 4| 85 364 |7-1 |RN | O 68
76 28615 , 33 ute.org/genome
9 Ajin . .
ter _bio/human_linc
enig rnas/?g=lincRN
. A_catalog)
RB p | 58| 7.741|-19| 3.7 ENST |EN | RP1 |linc ch 72 | 727 non-coding
_000 | 328 | 4669 | 085 | 543 | NA 00000 | SG |1-79 | RN 5 74 | 428 Gene from
2102 9 86 8| 86 51466 | 000 | P5.2 | A 21| 11 Gencode(http://




88 1 002 83 www.gencodeg
479 enes.org/)
93
lon .
non-coding
g Gene from
non .
XL co JohnRinn
RB 72 lincRNA

0&)p 58| 7.741|-19| 3.7 TCON OC | linc- | din ch | 74 727 catalogue(htp:/
- 328 | 4669 | 085 | 543 | NA _00 |BTF | g 428 g .p..
2102 S 000 5 | 21 www.broadinstit

9 86 8| 86 442 | 3-2 | RN 11
88 09423 . 83 ute.org/genome
6 Ajin . .

tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
DEFINITION
Homo

RB Gl: . non-coding Gene from

P 6.6 | 8.513 3.7 LIN | sapiens long g

_000 -1.9 NR_O0 | 224 . . NCBI Refseq
073 | 7275 487 | NA CO0 | intergenic .
2339 064 27066 | 458 : NR/XR(http://www.ncbi.nl
87 3| % 18 pg7 | 114 | non-protein i L o oviRefSeq)
coding RNA | MY g
114
DEFINITION
Homo
oo | 75| 9472|1937 RO | 425 | ME | medmor | Nebimetseq
= 698 | 6908 | 028 | 394 | NA - _
2114 73464 | 044 | D21 | complex NR/XR(http://www.ncbi.nl
56 39 4| 74 . ,
39 624 subunit 21 m.nih.gov/RefSeq/)
(MED21),
transcript
EN non-coding
RB ENST | SG | RP1 1.

P 73] 9257 |-18] 37 anti 1.6 | | Gene from
~000 619 | 3878 | 954 | 203 | NA 00000 1 000 | 1-54 sen ch | 63 3E Gencode(http://
2153 44 43 4 65 20350 1 002 | 1P9. se B +08 WWW encodF;
92 4 500 | 3 08 enes'gr ) g

61 org
EN pro .
RB_p ENST | SG | RP1 | ces 1 non-coding

- 7.4 9.294|-1.8| 3.7 | 15 Gene from
0001 106 | 6207 | 037 | 150 | na | 00000 | 000 127 pised fch | OB | b oo odehitp:
2292 29 49 4l 76 44522 | 002 | 7L2. | tra|rl | +0 08 - encodz
03 5 321 |2 | nsc 8 enes'gr ) g

51 ript 01
RB p | 12.| 1467 |-18| 3.6 XL |linc- |lon |ch | 56 | 566 non-coding
000 | 788 | 4964 | 866 | 977 | NA TCON | OC |MT1 |g rl | 67| 788 Gene from
2324 31 62 5| 66 S 000 | 01 |B-1 |non |6 73| 52 JohnRinn




60 24226 | 173 -Co 84 lincRNA
TCON | 6 din catalogue(http://
S_000 g www.broadinstit
24227 RN ute.org/genome
TCON A,in _bio/human_linc
S_000 terg rnas/?g=lincRN
24856 eni A_catalog)
TCON c
S_000
24857
lon .
non-coding
g Gene from
non .
XL co JohnRinn
RB 1. lincRNA
O&)D 10.| 12.20 | -1.8 | 3.6 TCON OC | linc- | din ch | 55 15 catalogue(http://
- 321 | 7014 | 850 | 937 | NA 00 |EN2 | g 5E | H g -p..
2213 S 000 r7 | E+ www.broadinstit
93 32 9 5 630 | -2 RN +08
14 12896 . 08 ute.org/genome
5 Ajin . .
tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
EN non-codin
RB_p ENST | SG . 1. g
000 6.2 | 8.113|-1.8| 3.6 00000 | 000 HNF | anti | ch 21 1.2 Gene from
5210 288 | 7421 | 849 | 933 | NA 53916 | 002 1A- |sen |rl Es 1E | -| Gencode(http://
19 66 2| 33 ASl1 |se |2 +08 www.gencode
32 3 413 08 . 2r ) g
88 01
DEFINITION
Homo
sapiens .
RB Gl: non-coding Gene from
P 1 62]8113|-1.8] 36 HNF | HNFLA g ene tr
_000 NR_O | 211 . NCBI Refseq
288 | 7421 | 849 | 933 | NA 1A- | antisense .
2210 24345 | 064 NR/XR(http://www.ncbi.nl
32 19 66 2| 38 492 ASL | RNA1 m.nih.gov/RefSeq/)
(HNF1A-As1 | MM a
), non-coding
RNA.
EN non-coding
RB ENST | SG | CTD | . 36
OO_Op 6.1| 8.041|-1.8| 3.6 00000 | 000 | -316 linc | ch 79 368 Gene from
- 598 | 6591 | 817 | 853 | NA RN |rl 035 |H G de(http://
2032 71 52 9 15 °9084 1 002 1 2L1 A ; 80 62 W\i/r\;foei(codz
08 5 670 | 0.1 99 enes'gr ) g
53 01
RB p | 84| 10.37|-18| 3.6 NA ENST |EN |RP1 |linc {ch | 1.| 1.2 non-coding
_000 | 978 | 6668 | 788 | 777 00000 | SG |1-18 |RN |r3 | 2E| E+ Gene from




2030 52 06 2] 32 48589 | 000 | H7.1 | A +0| 08 Gencode(http://
99 8 002 8 www.gencodeg
426 enes.org/)
22
lon .
non-coding
2on Gene from
XL co JohnRinn
RB linc- 28 lincRNA
P 9.0| 1096 | -1.8| 3.6 ocC din | ch 283
_ 000 014 | 3618 | 721 | 608 | NA TCON o1 VST 1 35 574 catalogue(http://
2271 S 000 |~ M2B g 25 www.broadinstit
35 62 8| 62 302 RN |9 63
51 26972 -9 . 60 ute.org/genome
4 Ajin . .
tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
EN non-coding
RB ENST | SG | CTD | . 71
OO_Op 70| 8.884|-1.8| 3.6 00000 | 000 | -253 linc | ch 73 717 Gene from
5202 168 | 1705 | 673 | 486 | NA 58385 | 002 | 2D1 RN |rl1 39 526 Gencode(http://
o7 08 19 6| 49 4 635 | 2.4 A 7 o2 96 www.gencodeg
24 enes.org/)
EN non-coding
RB ENST | SG | RP1 68
O&)D 73] 9.220|-1.8| 3.6 00000 | 000 | 1-10 linc | ch 04 680 Gene from
5196 531 | 3783 | 672 | 483 | NA 58637 | 002 | 64E RN | r1 74 642 Gencode(http://
47 2 1 A 7 .
70 8 3 8 3 676 | 11.1 17 36 www.gencodeg
03 enes.org/)
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non-coding
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S 000 XL o JohnRinn
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DEFINITION
RB_p 12 | 1479 | 18| 36 Gl: LOC Homo non-coding Gene from
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935 | 4288 | 588 | 271 | NA 619 ,
2171 a4 93 5| 78 02934 | 801 207 scavenger NR/XR(http://www.ncbi.nl
09 873 receptor m.nih.gov/RefSeq/)
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RB Gl: -coding G f
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microRNA.
DEFINITION
Homo
sapiens
RB_p 10.1 12101 18| 36 Gl: | APO | APOC4-APO | non-coding Gene from
_000 25?; 50'90 51'2 08'1 NA NR_O |[325 |C4- |C2 NCBI Refseq
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64 43 8 7| 54 9 148 | 0.3 ;sc 08 +08 www.gencodeg
37 ' ript enes.org/)
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O&)p 8.8 | 10.68|-1.8| 35 OOOSOO (?(()30 101 linc ch 12 751 Gene from
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486 | 5186 | 365 | 715 | NA _00 g 246 .
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EN non-codin
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_000 ' ' ' ' 00000 | 000 | 1-10 ch | 52
2023 414 | 4288 | 359 | 700 | NA 51868 | 002 | 8E1 RN s | 53 576 Gencode(http://
67 67 28 6| 93 - 533 | 4.1 A 48 45 \(/evr\]/\;v;/.gtra;/;:odeg
00 '
EN non-coding
RB ENST | SG |RB 29
oo_op 8.1| 10.01|-1.8| 35 00000 | 000 | ez | 8 | | oo | 296 | | Gene from
5173 823 | 8200 | 358 | 697 | NA 36632 | 002 | -AS sen 3 | 74 843 Gencode(http://
4 1 .
62 9 8 1| 07 1 035 | 2 se 65 00 www.gencodeg
06 enes.org/)
EN non-coding
RB_p 8.5 | 10.37 3.5 ENST 1 5G| cTC anti L 1.8 Gene from
0001 168 | 8204 | 18| 588 | NA 00000 | 000 | -338 | (. ~jch | 81] Gencode(http:/
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74 9 86 5 470 | 7 se 08 08 www.gencodeg
49 enes.org/)
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56 ' ' 799 28 nv/ahg-db/index
8 cod isp)

tran




Scri
pt.
EN pro non-coding
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58 ript
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RB_p 13.| 1529 | .18 | 35 Gl: |CH | CHODL non-coding Gene from
_000 47?; 90'11 25'1 4?;3 NA NR_O |211 | ODL | antisense NCBI Refseq
2233 9 21 5| &3 24354 | 904 |-AS | RNA1 NR/XR(http://www.ncbi.nl
93 175 | 1 (CHODL-AS | m.nih.gov/RefSeq/)
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non-coding
RNA.
EN non-coding
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4 A 4 .
09 9 8 8| 96 3 540 | 1 56 8 www.gencodeg
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02 enes.org/)
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87 41 6| 81 N 240 | 2-4 _ +08
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RN ute.org/genome
Ajin _bio/human_linc
terg rnas/?g=lincRN
eni A_catalog)
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RB HIX G f
O&f 11.] 13.61|-1.8| 3.5 HITOO 006 =/B | rote ch | 21 Helz\(jDrlg(r;tt Jh
- 805 | 6950 | 118 | 108 | NA 03338 CO1 |in 377 o p .
2272 14 81 1] 29 329 013 204 | cod rM 7 -invitational.jp/hi
75 ’ 8.9 _ nv/ahg-db/index
7 ing isp)
tran 5P
scri
pt.
lon .
non-coding
gon Gene from
XL co JohnRinn
RB 11 lincRNA
o&)p 11.| 12.99 | -1.8| 35 reon | OC | e | din fen | 17111 :;falo -
oy | 187 7091|094 | 050 |[NA | ("1 | 00 |ZBE |g |r1 | | 779 Wwwtioa din;‘it
66 25 3| 38 - 937 |D5-1 |RN |1 96 )
77 19574 . 43 ute.org/genome
3 Ajin . .
tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
EN pro .
non-coding
RB_p ENST | SG | RP1 | ces 77
7.6 | 9.456 35 ch 775 Gene from
9991 74| 3544 | 18 037 | NA 00000 1000 | 1-91 |sed |\~ | 541 g5 Gencode(http://
2152 58 15 089 41 52559 | 002 | P24. | _tra L 06 08 WLGENCO dIZ
09 4 544 |7 | nsc 99 enes'gr ) g
59 ript ord
DEFINITION
Homo
RB Gl: . non-coding Gene from
—P 1 80 9.899 3.4 LIN | sapiens long ng Sene Ir
_000 -1.8 NR_O | 224 . . NCBI Refseq
927 | 3569 981 | NA CO00 | intergenic .
2055 066 27048 | 451 _ NR/XR(http://www.ncbi.nl
03 57 23 68 048 282 | non-protein m.nih.gov/RefSeq/)
coding RNA nn-9 a
282
RB ENST | EN 1. -codi
P 61| 7945|-18] 34 Aco | P 13| |non-codng
_ 000 305 | 4438 | 058 | 964 | NA 00000 | SG 159 ces | ch | 36 6E | + Gene from
2011 41921 | 000 sed | r7 | E+ Gencode(http://
51 36 9| 54 87.1 +08
64 1 002 _tra 08 www.gencodeg




247 nsc enes.org/)
46 ript
Alia
S=
No non-codin
RB HIX Note P 38 Gene fromg
0&)p 8.6 | 1043 |-1.8| 34 HITOO | 004 /X8 rote | ch 10 381 H-InvDB (http://h
- 384 | 9830 | 013 | 855 | NA 03239 | 088 in r2 034 o p .
2340 36 88 9| 71 64.10 |41 351 cod | 1 33 50 -invitational.jp/hi
94 ' ' 6 . 46 nv/ahg-db/index
4 ing isp)
tran 5P
scri
pt.
EN pro non-coding
RB ENST | SG ces 1.
P 6.8| 8689 |-18| 3.4 RP1 1.3 Gene from
000 00000 | 000 sed | ch | 31
2071 887 | 9979 | 012 | 852 | NA 50473 | 002 1-39 ra | 13 | E+ 1E Gencode(http://
43 71 5| 32 E3.3 |~ +08 www.gencodeg
75 7 505 nsc 08
. enes.org/)
92 ript
EN non-coding
RB ENST | SG 52
O&)p 12. ] 1461 |-1.8| 3.4 00000 | 000 INT |linc | ch 02 521 Gene from
5349 816 | 7008 | 008 | 841 | NA 59605 | 002 S6- | RN |r1 65 240 Gencode(http://
1 2 2 AS1 | A 2 .
94 8 3 93 0 367 S 3 03 8 www.gencodeg
78 enes.org/)
EN non-coding
RB_p 77| 9518 |-1.7| 3.4 ENST | SG | RP1 anti | ch 1. 1.0 Gene from
_ 000 00000 | 000 | 1-19 04
2133 245 | 6531 | 941 | 680 | NA 41235 | 002 | 011 sen |rl Es 4E Gencode(http://
87 14 56 4| 85 3 260 | 10 se 0 08 +08 www.gencodeg
09 enes.org/)
EN non-coding
RB_P | 5ol 8616 3.4 ENST 156G I RPL i leh | 2| 1.1 | Gene from
_ 000 -1.7 00000 | 000 | 1-33 19
2011 265 | 5488 9 581 | NA 50191 | 002 | 4E6 sen |rl - 9E Gencode(http://
4 ' .
43 8 44 5 8 453 | 10 se 1 08 +08 www.gencodeg
85 enes.org/)
EN non-coding
RB ENST | SG | RP1 80
oo_op 72| 9078 |-17]| 3.4 00000 | 000 | 1.1 | MC |ch | | 806 | | Gene from
5132 900 | 1508 | 881 | 536 | NA 57013 | 002 | F14 RN |r1 18 364 Gencode(http://
1 ' .
49 9 08 3| 74 7 611 | 2 A 6 02 16 www.gencodeg
o8 enes.org/)
RB p | 59| 7.693|-1.7| 34| NA ENST |EN | STA |linc |{ch | 74 | 743 non-coding




_000 | 068 | 4869 | 866 5 00000 | SG |U2- |RN |r8 | 33| 537 Gene from
2228 91 57 51760 | 000 | AS1 | A 23| 61 Gencode(http://
83 4 002 08 www.gencodeg
533 enes.org/)
02
DEFINITION
PREDICTED
RB I | L :H -codi f
P 621 8052117 34 G ocC qmo non-coding Gene from
_000 667 | 5680 | 857 | 480 | NA XR_17 | 410 | 100 | sapiens NCBI Refseq
2066 g7 51 sl 52 1479 171 | 996 | uncharacteriz | NR/XR(http://www.ncbi.nl
55 924 | 305 | ed m.nih.gov/RefSeq/)
LOC1009963
05
EN pro non-coding
RB ENST | SG | GLY | ces 52
P 11.| 1344 | -1.7| 34 523 Gene from
000 664 | 8922 | 848 | 457 | NA 00000 1000 ) CTK ) sed | ch | 32 232 Gencode(http://
2314 | V0| T T L 48157 | 002 | -AS | tra|r3 | 25| “ 51| PR R dpe'
o1 6 427 |1 |nsc 05 9 g
. enes.org/)
97 ript
EN non-coding
RB ENST | SG | RP1 54
o&)p 9.1| 1093 |-1.7| 3.4 00000 | 000 | 1.2 | 8N ch | 22| 545 | | Gene from
5355 586 | 2214 | 736 | 190 | NA 58639 | 002 | 302 sen |rl 98 412 Gencode(http://
1 7 1| 7 1 .
50 ° 3 1 671 |21 |5® |® |og| © m gren/‘)mdeg
46 01
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non-coding
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non .
JohnRinn
XL . -CO .
RBP | 15 | 1428]17] 34 oc |M | gin |ch | /7| 770 | | MCRNA
_000 X ' ' X TCON 0SB 08 catalogue(http://
516 | 5980 | 697 | 100 | NA 01 g rl 883 -
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enig rnas/?g=lincRN
. A_catalog)
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s= non-coding
RB_p HIX Note | No 1 Gene from
iy 10.| 12.02 | -1.7 | 3.4 HITOO | 000 S| 1.3
_000 =/S7 |n-p |ch | 33 H-InvDB(http://h
255 | 2281 | 672 | 040 | NA 02164 | 846 3E o o
2111 03 11 5| 51 7013 | 9.1 320 |rote |r9 | E+ +08 -invitational.jp/hi
07 ' 6. 2 in 08 nv/ahg-db/index
cod Jsp)
ing




tran
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pt.
EN non-coding
RB ENST | SG | RP1 | . 62
O&)p 6.8| 8631 |-1.7| 3.4 00000 | 000 | 1-32 linc | ch 77 627 Gene from
5192 641 | 1770 | 669 | 034 | NA 41793 | 002 | 2c8 RN |rl 50 861 Gencode(http://
86 56 9| 33 1A 0 78 . d
30 1 272 | 2 32 mgfngo e
44 019
EN non-codin
RB_p 7.6 1.7 3.3 ENST 1 5G| MC anti | ch 47 476 Genefromg
000 7é4 9.432 661 87-2 NA 00000 ) 000 | M3A sen | r2 64 553 Gencode(http://
2066 | ‘00| 5419 | " | o 42007 | 002 | P-A | 200 |17 o4 | T2l T PP d'i‘
82 4 154 | s1 37 enes'gr ) g
24 019
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No non-codin
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8 206 | ing isp)
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RB ENST | SG ) 1.

O&)p 6.1| 7.888 | -1.7| 3.3 00000 | 000 | cAs linc | ch oE 1.2 Gene from
5314 3905 | 7432 | 491 | 617 | NA 45485 | 001 | &2 RN |r1 +0 E+ | + Gencode(http://
37 51 49 9| 02 . 776 A 0 3 08 \(/evr\]/\;v;/.g(ran/;:odeg

40 ord
EN non-coding
RB ENST | SG | RP1 | . 59

O&)p 6.4 | 8.207 | -1.7 | 3.3 00000 | 000 | 1-14 linc ch | 52 595 Gene from
- 594 | 0143 | 475 | 579 | NA RN 437 | -| Gencode(http://
2160 39 2 s| 55 45109 | 002 | 5M4 A rl1 | 16 88 WW.aencode
44 0 352 | .2 70 enes'gr h g

15 ord
lon .
non-coding
gon Gene from
XL co JohnRinn
RB 59 lincRNA

0&)'0 6.4 | 8.207|-17| 33 ooy | OC [line- |din | | 27 595 :;falo e(hitps
- 594 | 0143 | 475 | 579 | NA 00 [ JUN | g 437 | - g ) p..
2160 S 000 ri | 16 www.broadinstit

32 2 8| 55 084 | -5 RN 88
44 00527 . 70 ute.org/genome
9 A,in . )
tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
EN non-coding
RB ENST | SG | RP1 59

Oo_op 83| 10.08 | -1.7| 3.3 00000 | 000 | 1-34 linc ch | 84 599 Gene from
- 353 | 2481 | 470 | 568 | NA RN 126 | + Gencode(http://
282 | 0| T 51383 002 |0AL | © |r4 | 99| " WWCV en(co dF;
64 6 512 | 3.2 99 enes'gr ) g

66 -ord
DEFINITION
Homo
RB Gl: ) non-coding Gene from
P 1 78| 9622]-1.7| 33 MIR | sapiens ng ene tr
000 NR O | 337 ) NCBI Refseq
826 | 9669 | 403 | 411 | NA 474 | microRNA )
2339 39896 | 756 NR/XR(http://www.ncbi.nl
41 43 4 2 2 844 | ° 4raz m.nih.gov/RefSeqy)
(MIR4742), in-g a
microRNA.
EN non-coding
RB ENST | SG 17
OO_Op 6.4 | 8.197 | -1.7| 3.3 00000 | 000 RAI anti | ch 66 176 Gene from
5209 594 | 2166 | 377 | 352 | NA 44369 | 002 1-A |sen |rl 24 741 | -| Gencode(http://
2 27 1 7 .
38 3 93 9 5 373 S se 67 35 \(/avr\:\(/av;/ g:zn/;:odeg
28 -0rd
RB p| 84| 10.13|-1.7| 3.3 NA ENST |EN | CTD |anti | ch | 55| 556 i non-coding
000 | 030 | 9551 | 365 | 323 00000 | SG |-258 |[sen |rl1 | 67 | 889 Gene from




2059 12 35 4| 49 59166 | 000 | 7H2 | se 9 03| 08 Gencode(http://
43 5 002 | 45 06 www.gencodeg
675 enes.org/)
77
EN non-coding
RB ENST RP1 11
P 6.6 | 8.355 3.3 S G linc | ch 115 Gene from
00045001 3510 | 27| 248 | NA 00000 1000 1 171 4 o1y | 49 59 Gencode(http:/
2332 52 96 333 3 58956 | 002 | 2C7. A 8 00 58 W GENnCo dZ'
84 6 672 | 1 72 enes'gr ) g
52 019
EN sen non-codin
RB_p ENST | SG | RP1 52 g
7.2 | 9.027 3.3 se_ | ch 529 Gene from
0001 505 | 9059 | 17| 142 | NA 00000 1000 | 1-51 o =1y 941 00 Gencode(http:/
2046 08 97 287 86 °0628 | 0021 9C1 oni |5 08 63 WWW encodi:l
97 2 509 (2.1 |° 30 enes'gr ) g
35 019
DEFINITION
Homo
o 22 1are ur | aal | (O] g e o
- 033 | 1187 | 272 | 109 | NA iy ’ ' 4 .
2029 04 5 5| 57 02715 | 719 | SL1 | cytoplasmic NR/XR(http://www.ncbi.nl
27 94 1 (RN7SL1), | m.nih.gov/RefSeq/)
small
cytoplasmic
RB -codi
P15 | 1376 | -1.7| 3.3 ron-coding
_ 000 IncRNAdb:7SL_NR_ Gene from
033 | 1187 | 272 | 109 | NA
2029 002715.1 (Human) IncRNAdb(www.
94 6 5| 57
27 Incrnadb.com)
EN non-coding
RB ENST | SG 1.
oo_op 6.7 8434 |-17| 3.2 00000 | 000 | ASH e | | o] 15| | Gene from
5349 142 | 6282 | 203 | 952 | NA 45280 | 002 1L-A | RN 1 | e+ 6E Gencode(http://
4 2 1 A + .
02 6 8 8| 38 9 359 S 08 08 \év,\:\;\/\sl g:zn/():odeg
19 019
DEFINITION
Homo
sapiens .
RB Gl: non-coding Gene from
P 1 98] 115717 32 LOC | uncharacteriz g enetr
000 NR_O | 299 NCBI Refseq
- 603 | 9433 | 191 | 923 | NA - 152 | ed .
2391 33931 | 890 NR/XR(http://www.ncbi.nl
28 11 8 2| 61 841 742 | LOC152742 m.nih.gov/RefSeq/)
(Loc1s2742 | MMM a
), non-coding
RNA.
RB_p | 63]8066]-1.7] 32|NA  |ENST |EN |ACO |linc [ch | 67| 674 -| non-coding




_000 | 487 | 0891 | 173 | 883 00000 [SG | 789 |RN |r2 | 35| 051 Gene from
2188 28 9 6| 44 44745 | 000 |41.1 | A 18| 24 Gencode(http://
71 3 002 01 www.gencodeg
367 enes.org/)
80
EN non-coding
RB ENST | SG | RP1 | . 86
O&)p 59| 7.643|-1.7| 3.2 00000 | 000 | 1-12 linc | ch 03 860 Gene from
5136 307 | 8561 | 131 | 786 | NA 41546 | 002 | aLs RN |rl 97 544 | + Gencode(http://
37 9 2| 89 A 0 15 . d
46 9 204 | 7 35 mg?n/;:o ©d
04 019
lon .
non-coding
g Gene from
non JohnRinn
RB TEON XL e, | €0 86 lincRNA
o&)p 59| 7.643 | -1.7| 3.2 5000 | OC | o fdin | ch | (1860 | | 0o
13 | 307 | 8561|131 786 | NA  [17721 | 00 | /% g |r1 | 7| 544+ Wwwt?roadinzt.it
46 37 9 2| 89 TCON | 853 B-1 RN | O 35 15 Ute o'r Joenome
S_000 |7 Ajin 3 99 .
1;8 48 tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
DEFINITION
Homo
RB Gl: . non-coding Gene from
P12 | 14.30 3.2 LIN | sapiens long n9
_000 -1.7 NR_O | 336 . . NCBI Refseq
588 | 1853 782 | NA CO00 | intergenic .
2186 129 38868 | 391 _ NR/XR(http://www.ncbi.nl
85 95 39 02 132 615 | non-protein m.nih.gov/RefSeq/)
coding RNA n-9 a
615
EN pro .
RB_p ENST | SG | CTD | ces 95 non-coding
iy 8.4 10.18 | -1.7| 3.2 956 Gene from
0001 202 | 7970 | 122 | 766 | NA 00000 | 000 ) -233 ) sed | ch | 290 o\ | Gencode(http:/
2278 33 59 4l 85 51177 | 002 | 7A1 | tra |5 | 77 9 WLGENCO dIZ
25 5 513 | 21 | nsc 05 enes'gr ) g
14 ript org
DEFINITION
Homo
RB_p 28l 951417 32 Gl: LOC sapiens ' non-coding Gene from
_ 000 NR 0 | 323 uncharacteriz | NCBI Refseq
041 | 7140 | 105 | 729 | NA 254 .
2156 31 54 s| 31 37857 | 363 128 ed NR/XR(http://www.ncbi.nl
67 011 LOC254128 | m.nih.gov/RefSeq/)
(LOC254128
), transcript
RB p | 9.0| 10.76 | -1.7| 3.2 | NA NR O | GIl: |LIN | DEFINITION | non-coding Gene from




_000 | 552 | 5700 | 104 | 725 26829 | 223 | CO0 | Homo NCBI Refseq
2148 82 49 2| 56 555 | 852 | sapiens long | NR/XR(http://www.ncbi.nl
06 977 intergenic m.nih.gov/RefSeq/)
non-protein
coding RNA
852
EN non-coding
RB ENST | SG . 48
O&)p 8.3 | 10.07 16 3.2 00000 | 000 LIN |linc | ch 83 488 Gene from
I999 750 | 4141 99'1 469 | NA 45072 | 001 CO00 |RN |r1 85 448 Gencode(http://
55 39 46 88 . 671 483 | A 7 34 77 \(/evr\]/\;v;/.g(ran/;:odeg
17 019
lon .
non-coding
gon Gene from
XL co JohnRinn
RB linc- 70 lincRNA
O&)p 8.119875)-161 3.2 TCON oc NET din | ch 95 709 catalogue(http:/
- 774 | 7493 | 983 | 452 | NA 01 g rl 531 . . p..
2324 S 000 O1- 19 www.broadinstit
2 51 3 5 287 RN |8 65
27 26557 4 . 45 ute.org/genome
8 Ajin . .
tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
EN sen non-coding
RB ENST | SG 1
P 61| 7876|-16]| 3.2 cTB | > 1.2 | | Gene from
_000 00000 | 000 ove | ch | 22
799 | 5169 | 966 | 413 | NA -36H 2E Gencode(http://
2344 09 47 1] 79 °0582 | 002 16.2 flap | 15 | E¥ +08 www.gencode
75 3 606 | | pin 08 enes'gr ) g
86 g ord
Alia
S=
No .
non-coding
Note | n-p
RB p HIX 44 Gene from
728992 |-16| 3.2 HITOO =/B | rote | ch 447
_000 009 . 77 H-InvDB(http://h
992 | 9383 | 937 | 349 | NA 03864 C10 |in ri 750 o o
2268 613 47 -invitational.jp/hi
08 36 3| 21 95.6 892 |cod |3 42 .
47 0.6 3 ing 75 nv/ahg-db/index
tran 1sp)
scri
pt.
RB ENST |EN | RP1 14 -codi
P 1 89| 1061|-1.6| 3.2 anti | ch 142 | | Mon-coding
000 1 05| 2407 | 035 | 345 |Na | 00000 | SG | 1210 g | 28] ggp | | GENE from
2203 53458 | 000 | L19. 43 Gencode(http://
63 79 4| 04 se |1 37
36 7 002 |1 91 www.gencodeg




544 enes.org/)
18
DEFINITION
PREDICTED
RB Gl: -coding G f
P 1 10| 1295 | -16]| 3.2 : Homo non-coding >ene from
_ 000 264 | 7555 | 931 | 335 | NA XR_10 | 310 | NAG sapiens NCBI Refseq
20010 | “0 PO 8823 [120 |20 | ApG g NR/XR(http:/Aww.ncbi.nl
78 105 (NAG20), m.nih.gov/RefSeq/)
misc_RNA.
EN non-coding
RB ENST | SG . 2.
P 7.4 9.127 3.2 BOK | anti 2.4 Gene from
_000 -1.6 00000 | 000 ch | 42
387 | 9943 247 | NA -AS | sen 2E Gencode(http://
2132 92 21 892 84 43430 ) 002 1 se 2 | E+ +08 www.gencode
77 6 342 08 enes'gr ) g
35 019
Alia
S=
No non-codin
HIX n-p g
RB_p Note 72 Gene from
12. | 13.87 3.2 HITOO | 001 rote | ch 720
_000 -1.6 =M | . 09 H-InvDB(http://h
191 | 9966 234 | NA 01942 | 322 in rl 901 L o
2197 37 08 886 24 0712 |31 131 cod | 6 00 11 -invitational.jp/hi
66 ’ 7' 92 ing 58 nv/ahg-db/index
Js
tran Isp)
scri
pt.
EN non-coding
RB ENST | SG | CTC 99
oo_op 6.8| 8513|-1.6| 3.2 50000 | 000 | 293 |1 | o | og | 999 | | Gene from
- 265 | 7275 | 871 | 202 | NA RN 936 Gencode(http://
2155 | "ol ol T e 51159 | 002 |G12. |~ |15 | 98| WWCV en(co dF;
33 2 508 | 1 15 enes'gr ) g
06 0rd
EN non-coding
RB ENST | SG | CTC 87
P | 62| 7.951 3.2 linc 877 | | Gene from
0001 667 | 2847 | 1| 142 | NA 00000 | 000 | -498 | o\ 1 ch | 72 o0 Gencode(http:/
2164 g7 15 845 86 50403 | 002 | M16 A 5 | 97 14 W, QEnco dpe'
85 4 501 | .2 01 enes'gr ) g
56 0rd
XL lon non-coding
RB linc- 87 G f
P | 62 7.951 3.2 oc | M |9 g77 | | >enerom
_ 000 -1.6 TCON TME | non | ch | 72 JohnRinn
667 | 2847 142 | NA 00 945 .
2164 845 S 000 |~ M16 |-co |5 | 97 liNcCRNA
87 15 86 491 ] 14
85 09719 . 1B-3 | din 01 catalogue(http://
g www.broadinstit




RN ute.org/genome
Ajin _bio/human_linc
terg rnas/?g=lincRN
eni A_catalog)
c
EN sen non-coding
RB ENST RP1 7
P 74| 9176 | -16] 32 ST |56 Se_ 971 974 | | Gene from
_000 00000 | 000 | 1-38 |ove |ch | 47
958 | 1731 | 803 | 049 | NA 803 Gencode(http://
2029 - 49 2| 86 56219 | 002 | 9G6. |rlap | r3 | 83 24 www.gencodeg
43 1 612 | 3 in 66 '
P! enes.org/)
92 g
EN non-coding
RB ENST | SG | RP1 . 80
oo_op 8.6 | 1028 |-1.6| 3.2 50000 | 000 | 150 | @0t | € | g | 805 | | Gene from
5154 036 | 3088 | 794 | 030 | NA 56877 | 002 | 5K1 sen |rl 89 970 Gencode(http://
26 35 6| 85 6 32 . d
29 5 508 | 0.3 se 49 www.gencodeg
67 enes.org/)
TCON
S_000
- lon .
16939 non-coding
TCON g Gene from
non :
S _000 XL co JohnRinn
RB 17012 linc- 1. lincRNA
P | 70| 8.761 3.2 oc din 1.3
_ 000 -1.6 TCON FAM ch | 34 catalogue(http://
821 | 5512 029 | NA _00 g 4E .
2275 794 S 000 122 rX | E+ www.broadinstit
49 32 52 806 RN +08
13 17246 C-2 . 08 ute.org/genome
8 A,in . .
TCON _bio/human_linc
terg .
S 000 oni rnas/?g=lincRN
17247 c A_catalog)
TCON
S_000
17248
DEFINITION
Homo
RB l: - i f
P | 68| 8520 |-1.6| 3.1 ST MR | sapiens non-coding Gene from
_000 NR_O | 262 . NCBI Refseq
517 | 4305 | 776 | 991 | NA 153- | microRNA :
2150 29689 | 205 NR/XR(http://www.ncbi.nl
94 49 >4 8| 34 343 2 153-2 m.nih.gov/RefSeq/)
(MIR153-2), | "9 a
microRNA.
RB_p 64l 813616 31 ENST |EN | RP1 | pro 1. 11 non-coding
_ 000 00000 | SG | 1-18 |ces |ch | 13 Gene from
594 | 9911 | 775 | 988 | NA 3E | #
2221 51970 | 000 | OK7. | sed | r3 | E+ Gencode(http://
32 12 6| 64 +08
10 0 002 |1 _tra 08 www.gencodeg




427 nsc enes.org/)
70 ript
EN non-coding
ROB&)p 8.1|9872|-16| 3.1 g(l)\loso-(r) (?(()30 JARI | anti ch ;i 152 Gene from
5141 972 | 6748 | 754 | 942 | NA 44197 | 002 D2- | sen s | 80 488 Gencode(http://
13 17 8 6| 08 3 354 AS1 | se 45 65 \évr\:\;v;/:g(ra;/;:odeg
88
TCON
S_000
00016
TCON
S_000
lon .
00078 non-coding
TCON g Gene from
S.000 |, nfon JohnRinn
RB_p 00478 linc- _ 20 lincRNA
000 31100' 1417'32 '7143 932'; ua | TCON OO% PLA g'” ch | 68 23; catalogue(http://
2337 04 46 3| o6 S_000 673 2G2 RN ri | 62 27 www.broadinstit
77 00479 0 C-1 Ain 93 ute.org/genome
TCON t(—::rg _bio/human_linc
S_000 oni rnas/?g=lincRN
01412 . A_catalog)
TCON
S_000
02304
TCON
S_000
02305
Alia
S=
No non-coding
RB_p HIX Note | P 23 Gene from
g 94| 11.08|-16| 3.1 HITOO | 001 rote | ch 230
_000 =/X5 | . 00 H-InvDB(http://h
083 | 2315 | 739 | 909 | NA 03222 | 808 in rl 066 o o
2131 3 39 9! 49 6112 |51 875 cod | 4 65 25 -invitational.jp/hi
03 8 _ 72 nv/ahg-db/index
9 ing isp)
tran
scri
pt.
RB p| 82|9905|-16| 3.1 NR 0 Gl: | LOC | DEFINITION | non-coding Gene from
_000 | 336 | 3870 | 717 | 860 | NA 382_32 333 | 285 | Homo NCBI Refseq
2023 2 05 7| 47 440 | 889 | sapiens NR/XR(http://www.ncbi.nl




04 444 uncharacteriz | m.nih.gov/RefSeq/)
ed
LOC285889
(LOC285889
), non-coding
RNA.
lon .
non-coding
g Gene from
non JohnRinn
RB TEON XL e, | €0 1 lincRNA
O&Jp 7.1|8.862|-16| 3.1 S_000 | OC MET din ch 72' 1.7 catalogue(http://
5357 9471 63731 678 774 | NA 00333 1 _00 TL1 g ri | E+ 2E wwwt?roadin:t.it
62 57 58 8| 74 TCON | 046 3.2 RN 08 +08 Ute o'r/enome
S_000 |2 A,in 3 99 )
01200 tor _bio/human_linc
enig rnas/?g=lincRN
A_catalog)
c
lon .
non-coding
gon Gene from
XL co JohnRinn
RB 36 lincRNA
o&)p 65| 8214 |-1.6| 3.1 rcon | OC |line- | din | eh | 02 367 :;falo e(hitps
5135 468 | 3191 | 674 | 764 | NA S 000 01 |DCL |g rl 10 359 wwwt?roadinzt.it
94 21 21 71 - 056 | K1-1 |RN |3 99 )
83 21967 . 85 ute.org/genome
8 Ajin . .
tor _bio/human_linc
enig rnas/?g=lincRN
c A_catalog)
EN non-coding
RB ENST | SG | TSP 45
oo_op 9.6| 11.35|-1.6 | 3.1 00000 | 000 | Ear | 8 | ch | oo | 459 | | Gene from
- 847 | 0939 | 661 | 737 | NA en | r2 355 Gencode(http://
2067 | "5 1| o s saoig 002 |-as | 1| os | 200
90 1 358 | 1 68 enes'gr ) g
90 org
Alia
S=
HIX No non-coding
RB Not - 43 G f
P 1 98| 1151|-1.6| 3.1 HIToo | 002 | ¢ | ™P | eh 433 | | >enetrom
_000 =/AJ | rote 32 H-InvDB(http://h
447 | 0887 | 661 | 737 | NA 02442 | 713 . ri 232 L o
2311 06 77 s| 36 1012 |81 008 |in 2 31 94 -invitational.jp/hi
42 ' 4' 129 | cod 95 nv/ahg-db/index
ing Jsp)
tran
scri




pt. | |

DEFINITION
Homo
_ sapiens .
o osl | aa) (S fsee |ser g cereon
2005 28 82 62 62 36485 | 318 | ;rl'\tlielnse NR/XR(nttp:/wsany.ncbi.nl
74 964 (SBF2-AS1), m.nih.gov/RefSeq/)
non-coding
RNA.
lon .
non-coding
g Gene from
non JohnRinn
RB_p TEON XL e, | €0 77 lincRNA
0&) 12.| 1436 | -1.6 | 3.1 S _000 | OC cch din | ch 89 778 catalogue(http://
5286 701 | 3005 | 610 | 624 | NA 25131 | 01 C40- g rl 31 993 | H www.broadinstit
43 96 4 5| 64 TCON | 233 1 RN |7 55 34 te.org/genome
S_000 |5 A,in . .
25593 terg _blo/humfsm_llnc
oni rnas/?g=lincRN
c A_catalog)
EN non-coding
RoB&)p 78| 9555 |-1.6| 3.1 E(I)\IOSO-(I; i(fo Ti; linc | ch ;Z 755 Gene from
5116 948 | 0683 | 602 | 607 | NA 50128 | 002 | K12. RN | r1 42 593 | H Gencode(http://
96 18 91 5| 14 3 675 | 1 A 7 23 25 \évr\:\;vxs/:gre;/():odeg
06
Alia
S=
No non-coding
RB p HIX Note P 55 Gene from
iy 6.2 | 7.888 | -1.6 HITOO | 001 rote | ch 558
_000 3.1 =/IAY | . 72 H-InvDB(http://h
288 | 7432 | 599 NA 02511 | 447 in ri 330 |+ .. o
2266 6 243 19 -invitational.jp/hi
19 49 2 69.12 |6.1 cod | 8 71 .
46 8 317 ing 41 r?v/ahg-db/mdex
tran 1sp)
scri
pt.
EN non-coding
R(I)BO_Op 10. | 12.33 16 3.1 EONOSO-(I-) i(()%o Iéfé anti | ch 33 290 Gene from
2352 6;11 0622 501 5:; NA 157714 | 002 | 25D zgn ;1 89 973 ! mZZi(C':;ZZ
47 0 633 | 7.1 8
o5 enes.org/)




EN non-coding
RB ENST RP1
P 11.| 1284 | -16| 3.1 S G anti 86 863 Gene from
_000 00000 | 000 | 1-31 ch | 35
2372 181 | 0187 | 587 | 573 | NA 51769 | 002 | 7310 sen s | 40 765 Gencode(http://
46 82 2| 74 62 . d
89 7 535 |2 | °° 79 waw.gencodeg
49 enes.org/)
EN non-coding
RB ENST | SG . 96
O&)p 779427 |-16| 3.1 00000 | 000 | TeL linc | ch 13 961 Gene from
5081 747 | 3128 | 525 | 438 | NA 49569 | 001 | 6 RN |rl 67 434 Gencode(http://
87 44 3| 36 A 4 73 . d
31 6 876 78 waw.gencodeg
21 enes.org/)
EN non-coding
RB_p ENST | SG | CTD . 36
iy 5.9 | 7.554 3.1 ti | ch 362 G f
000 16 00000 | 000 |-319 | 2™ | | 24 ene from
2300 068 | 5888 477 333 | NA 57174 | 002 | 515 sen | rl 92 578 Gencode(http://
16 91 52 33 1 626 | 3 " |lse |7 1 2 www.gencodeg
92 enes.org/)
DEFINITION
Homo
RB p 11| 1315 | 16| 31 Gl: sapiens non-coding Gene from
_ 000 506 | 4026 | 474 | 328 | NA NR O | 258 | ATX | ataxin 3 NCBI Refseq -
2291 56 94 2| a1 28461 | 613 | N3 (ATXN3), NR/XR(http://www.ncbi.nl
02 859 transcript m.nih.gov/RefSeq/)
variant p,
non-coding
EN non-codin
RB_p ENST |SG |RPL | . 1. g
10. | 11.77 3.1 anti 1.8 Gene from
000157 | 4902 | 1° | 318 | NA 00000 1000 | 1-57) (. jch | 86 - Gencode(http:/
2299 99 o1 47 14 57778 | 002 | 3D1 ce r3 | E+ +08 . encodF;
14 1 638 | 5.9 08 9 g
26 enes.org/)
EN non-coding
RB ENST | SG | RP1 1.
P | 78] 9511 |-16] 3.1 linc 1.8 | | Gene from
_000 00000 | 000 | 1-31 ch | 89
2162 672 | 7526 | 444 | 263 | NA 43297 | 002 | 613 RN 1 | B+ 9E Gencode(http://
23 79 54 7| 38 5 372 | 1 A 08 +08 www.gencodeg
83 enes.org/)
XL lon non-coding
RB 1. G f
P 1 78| 9511|-16] 3.1 oc |linc- |9 18| | oone'rom
_ 000 TCON non | ch | 89 JohnRinn
2162 672 | 7526 | 444 | 263 | NA S 000 _00 | PTG o | | Es 9E inCRNA
79 54 7| 38 ~ 112 | S2-1 +08
23 00701 8 din 08 catalogue(http://
g www.broadinstit




RN ute.org/genome
Ajin _bio/human_linc
terg rnas/?g=lincRN
eni A_catalog)
c
EN sen non-codin
RB_p ENST | SG | RP1 35 g
9.3 | 10.95 3.1 se_ | ch 350 Gene from
0001121 5649 | 1°| 250 | NA 00000 1000 | 1-23 1. =1y 05 5o Gencode(http:/
2350 439 57559 | 002 | 5E1 . 05 '
71 48 91 98 3 619 | 7.4 oni |7 4 6 www.gencodeg
16 o enes.org/)
EN non-coding
RB ENST | SG | RP1 | . 19
OO_Op 9.0| 10.70 | -1.6 | 3.1 00000 | 000 | 1-25 linc ch | 68 196 Gene from
5199 606 | 3471 | 427 | 226 | NA 51451 | 002 | 902 RN 5 | 20 912 Gencode(http://
96 05 8| 59 A 7 . d
38 9 497 | 3 7 ‘;Vr‘]";v;’g‘:;;c’ ©d
31 '
lon .
non-coding
gon Gene from
XL o JohnRinn
RB_p 9.0| 10.70|-16| 3.1 ocC linc- din 19 196 lincRNA
_000 ' ' ' X TCON C5or ch | 68 catalogue(http://
606 | 3471 | 427 | 226 | NA _00 g 912 o
2199 S_000 f38- r5 | 20 www.broadinstit
96 05 8| 59 425 RN 7
38 09328 6 _ 7 ute.org/genome
1 A,in . .
ter _bio/human_linc
enig rnas/?g=lincRN
. A_catalog)
EN non-coding
RB ENST | SG 1.
oo_op 6.2 7.936 | -1.6 | 3.1 00000 | 000 | RPL e | | oo 15 | Gene from
5097 946 | 6379 | 420 | 210 | NA 45246 | 002 1-98 | RN 1 | e+ 6E Gencode(http://
21 2 1 71 | A + .
77 39 9 5 369 G 08 08 www.gencodeg
47 enes.org/)
EN non-coding
R:O—Op 6.4| 8.063|-16| 3.1 E(I)\IOSO-(I; §(§30 T:é linc ch 219; 1.2 Gene from
EOOO 262 | 3950 | 371 | 104 | NA 45420 | 002 | oAl RN 0 | E+ 3E Gencode(http://
92 65 81 3| 65 4 259 | 8.1 A 08 +08 www.gencodeg
50 enes.org/)
RB_p 6.4l 806316 31 XL | linc- | lon 1. 19 non-coding
_000 TCON |OC | CEP |g ch | 23 Gene from
262 | 3950 | 371 | 104 | NA 3E _
2000 65 81 3| 65 S 000 | 00 |110- {non |19 | E+ +08 JohnRinn
92 15745 | 754 | 6 -Co 08 lincRNA




5 din catalogue(http://
g www.broadinstit
RN ute.org/genome
Ajin _bio/human_linc
terg rnas/?g=lincRN
eni A_catalog)
c
EN pro non-coding
RB ENST | SG ces 10
O&)p 6.5 8.142|-16| 3.1 50000 | 000 | P4 | cen | N | 5o | 208 | | Gene from
5190 077 | 1070 | 343 | 043 | NA 44885 | 002 -697 ira r2 59 899 Gencode(http://
78 95 57 1| 96 9 329 P8.3 Esc 0 80 20 www.gencodeg
. enes.org/)
00 ript
EN non-coding
RB ENST | SG | RP1 | . 28
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Supplementary Figure 1: Effect of HANR on basal and doxorubicin-induced hepatoma cell

Bcl-2/Bax-1 protein expression in vitro. (A) Protein expression of Bax-1 and Bcl-2 in Hep3B

and Huh-7 cells after transfection with HANR siRNA or OE plasmid. (B) Protein expression




of Bax-1 and Bcl-2 in Hep3B and Huh-7 cells after transfection with HANR siRNA or OE

plasmid and with or without treatment with doxorubicin (Doxo).
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Supplementary Figure 2: Control siRNA and over-expression vector of HANR has no
influence in doxorubicin-induced hepatoma cell death. (A) Cell viability, (B) doubling time
and (C) apoptotic ratio of Hep3B and Huh-7 cells, when treated with doxorubicin in the
presence or absence of HANR control siRNA or control OE plasmid co-transfection. Data
were presented in means + SEM. “*” indicates comparison with control, *p < 0.05, **p < 0.01,

***p < 0.001.



